HNH endonuclease (CDS_0076)
68 69 70 71 72 73 74 75 77 78 79 80

e —— —
MGV-GENOME-0325479:45,738-51,338 (+)

MGV-GENOME-0301794:30,756-35,735 (+)
76 81

1 E—— —
MGV-GENOME-0333150:48,986-54,204 (+)

DNA methyltransferase (CDS_0072)

I
IMGVR_UViG_3300045988_059767|3300045988|Ga0495776_181360:45,034-50,768 (+)
DnaC-like helicase loader DNA methyltransferase (CDS_0076) 80

—— — .
uvig 585510:48,791-54,314 (+)

DNA methyltransferase (CDS_0069)
RM _Type_Il_Type_ll_MTases_FAM_2 (CDS_0070) 74

| N
IMGVR_UViG_3300045988 070257|3300045988|Ga0495776_169224:43,715-49,712 (+)
DNA methyltransferase (CDS_0069)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0070) 74

I ] e
MGV-GENOME-0329476:43,715-49,712 (+)

58 59

1
uvig 388015:39,741-44,872 (+)
75 78

e —— E—
MGV-GENOME-0332213:48,850-54,182 (+)

56 64
e e e RN
MGV-GENOME-0308070: 38,634-44,116 (+)
55 61

MGV-GENOME-0305646:37,531-43,609 (+)

MGV-GENOME-0277010:31,230-36,497 (+)

uvig_318372:39,938-45,664 (+)
73 76

B I S
uvig 67705:48,068-53,700 (+)
|
MGV-GENOME-0282750: 31,005-36,553 (+)

MGV-GENOME-0278863:32,515-37,322 (+)

i
o

— E—
IMGVR_UViG_3300029364_000067|3300029364|Ga0243886_1000253: 55,836-60,816 (+)

~
~

MGV-GENOME-0340453:45,712-51,320 (+)
73

IMGVR_UViG_3300045988_080928|3300045988|Ga0495776_181356:45,323-51,116 (+)
78

R — v e R—
uvig_176761:51,037-56,356 (+)

49 DNA methyltransferase (CDS_0053) DNA methyltransferase (CDS_0054)

——
uvig 203167:32,985-37,939 (+)
75 77 79 86

%

uvig_231953:49,105-55,689 (+)
79

é
!

IMGVR_UViG_3300045988_082049|3300045988|Ga0495776_054964:49,105-54,690 (+)
58

| S
MGV-GENOME-0310995: 39,039-44,455 (+)
47 54

——
MGV-GENOME-0274345:30,207-35,962 (+)

HNH endonuclease (CDS_0049)
47 48 50 56 57 58

éﬁ

e e I
MGV-GENOME-0288875: 30,044-37,128 (+)

RM_Type_llI_Type_ll_MTases_FAM_2 (CDS_0071)
DNA methyltransferase (CDS_0070) 73 74

— "  — " r— ]
MGV-GENOME-0336635:44,573-50,582 (+)

DNA methyltransferase (CDS_0045)

e E—
MGV-GENOME-0270725:28,462-34,472 (+)

62 67 68 73 74
5 A A
MGV-GENOME-0314370: 40,482-46,807 (+)
HNH endonuclease (CDS_0078)
77 79 PDC-M41B_WP_004445184.1 (CDS_0087)

I E——
MGV-GENOME-0337839:49,614-57,049 (+)
65 66 67 68

T E— T ] A  —
MGV-GENOME-0321117:43,693-51,724 (+)

33 34 35 36

I
MGV-GENOME-0342403: 17,653-24,996 (+)
HNH endonuclease (CDS_0052)

49 51 53

I
MGV-GENOME-0298018:31,717-39,198 (+)
HNH endonuclease (CDS_0078)
76 77 79 83 84

MGV-GENOME-0332056: 48,068-56,214 (+)
DNA methyltransferase (CDS_0074)
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MGV-GENOME-0334643:48,773-56,159 (+)

HNH endonuclease (CDS_0074) 75 76 77

SAMNO9781791_al_ct20013:48,182-55,797 (+)

MGV-GENOME-0313750:39,523-47,376 (+)
RM_Type_ll_Type_|ll_MTases_FAM_2 (CDS_0076)
DNA methyltransferase (CDS_0075) [ 77

| '
IMGVR_UViG_3300045988 097201|3300045988|Ga0495776 074100:47,631-54,321 (+)
DNA methyltransferase (CDS_0070) 71
1 — e E— I
uvig 405775:43,767-50,485 (+)
54 55
[0, S S S, S, S— T W S W S, W—,
MGV-GENOME-0304919:38,597-45,169 (+)
56 60

MGV-GENOME-0306021:38,623-44,577 (+)
53

I ——— — L e R —
MGV-GENOME-0298596:36,318-42,267 (+)

57 58 59

1 —
uvig 149767:38,288-44,400 (+)
68 HNH endonuclease (CDS_0069)

I ——— —
MGV-GENOME-0304285:37,909-43,671 (+)

54 HNH endonuclease (CDS_0055)

. I I R S —
MGV-GENOME-0304012: 35,885-41,817 (+)

HNH endonuclease (CDS_0076)
75 77
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IMGVR_UViG_3300045988_106996|3300045988|Ga0495776_142059:45,886-52,570 (+)
55

e —— —
MGV-GENOME-0308540: 38,590-44,010 (+)
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T —— ——
MGV-GENOME-0283714:32,827-38,247 (+)

HNH endonuclease (CDS_0082)
81 83 84

I L]
IMGVR_UViG_3300029620_000440|3300029620|Ga0245130_100167|76266-136124:49,377-55,881 (+)
58 59

— e ———— I R S —
MGV-GENOME-0312925:41,608-47,028 (+)

HNH endonuclease (CDS_0058)
57 59

MGV-GENOME-0330296:40,816-46,765 (+)
HNH endonuclease (CDS_0051)
50 52

uvig_399428:33,966-39,915 (+)
HNH endonuclease (CDS_0082)
81 83 84 85

IMGVR_UViG_3300045988_062975|3300045988|Ga0495776_090434:51,218-58,390 (+)

HNH endonuclease (CDS_0081)
80 82 83 84

— — —— — — — —— — ————— |
MGV-GENOME-0328568:48,834-55,298 (+)

HNH endonuclease (CDS_0063)
62 64 65 66

\
|

uvig_118038:42,605-49,777 (+)
56 57 58

I E—— e e e
MGV-GENOME-0306383: 39,303-45,673 (+)

55 56 57

. E—— —r _————————«—&F——— |
MGV-GENOME-0307418:39,519-46,006 (+)

HNH endonuclease (CDS_0081)
80 82 83 84

—
MGV-GENOME-0332898:50,047-57,640 (+)

HNH endonuclease (CDS_0086)
85 87 88 94

IMGVR_UViG_3300045988_118190|3300045988|Ga0495776_181604: 53,885-60,753 (+)

HNH endonuclease (CDS_0086)
85 87 88

(I
MGV-GENOME-0338169: 53,885-60,753 (+)
HNH endonuclease (CDS_0058) 59

o
o

— 1 " ——————— ]
MGV-GENOME-0306799:39,389-45,537 (+)

HNH endonuclease (CDS_0077)
76 78 79 80

e
MGV-GENOME-0332514:47,040-53,040 (+)

HNH endonuclease (CDS_0076) 77 78 79

IMGVR_UViG_3300045988_087775|3300045988|Ga0495776_156202:47,879-54,961 (+)
3000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)
I




