HNH endonuclease (CDS_0081) PDC-M41B_WP_004445184.1 (CDS_0090)
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uvig 231953:51,230-59,885 (+)
86 87 88 terminase small subunit (CDS_0093)
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IMGVR_UViG_3300045988_082049|3300045988|Ga0495776_054964:51,230-60,498 (+)
71 73 74 75 77 terminase large subunit
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IMGVR_UViG_3300029120_000004(3300029120|Ga0168814_100108:43,759-52,548 (+)

IMGVR_UViG_3300045988_075066|3300045988|Ga0495776_187163:19,993-28,134 (+)
36 37 38 39
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MGV-GENOME-0245917:29,800-36,082 (+)

MGV-GENOME-0288875:33,635-41,106 (+)
80 84 85 86

uvig_585510:51,986-60,1283 (+)
77 83 84 85

o
MGV-GENOME-0337839: 50,820-60,043 (+)
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MGV-GENOME-0288014:33,451-42,409 (+)
70 78 79 80 81 82

uvig_338873:48,463-57,865 (+)

I
IMGVR_UViG_3300045988_093894|3300045988|Ga0495776_036428:51,449-59,955 (+)
54 55 56

I —
uvig_533590:31,864-40,991 (+)

MGV-GENOME-0338587:47,709-56,047 (+)
83 87 88 89

IMGVR_UViG_3300029740_000103|3300029740|Ga0245236_100313:52,771-61,389 (+)

MGV-GENOME-0310995:41,817-50,263 (+)
61 65 66 67
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uvig_410988:41,881-50,527 (+)
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MGV-GENOME-0321117:45,422-54,719 (+)
47 48 52
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SAMNO9781771_al_ct321243 vs1:36,610-42,656 (+)
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SAMNO09781791 a1 _ct20013:50,073-59,162 (+)
74 82 83 84
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uvig 67705:49,375-59,568 (+)

94 96 97 98 99 100

I
uvig 553159:59,781-69,170 (+)
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MGV-GENOME-0340453:48,474-57,685 (+)

IMGVR_UViG_3300045988_080928|3300045988|Ga0495776_181356:48,094-56,720 (+)

MGV-GENOME-0336635:48,093-56,518 (+)

uvig 233902:34,552-42,976 (+)
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uvig_59258:58,368-65,701 (+)

MGV-GENOME-0314370:42,459-51,004 (+)

41 terminase large subunit (CDS_0046)

IMGVR_UViG_3300023489_000227|3300023489|Ga0257030_100114(26742-90839: 17,649-26,194 (+)
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MGV-GENOME-0322444:39,440-46,492 (+)
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MGV-GENOME-0304285:41,069-47,953 (+)
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MGV-GENOME-0304012: 39,045-44,859 (+)

MGV-GENOME-0319995:43,642-50,598 (+)

MGV-GENOME-0277010: 34,729-41,631 (+)
82

IMGVR_UViG_3300045988_059767|3300045988|Ga0495776_181360:49,383-56,280 (+)
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uvig_399428:37,089-44,195 (+)
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—
MGV-GENOME-0308070:43,262-49,236 (+)
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uvig 33322:37,504-44,582 (+)
49

MGV-GENOME-0263831:33,170-39,125 (+)
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MGV-GENOME-0295291:38,388-45,455 (+)
83 84 88
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MGV-GENOME-0332514:50,946-57,322 (+)
54 58
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MGV-GENOME-0274345:35,049-41,103 (+)
47 50
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MGV-GENOME-0264408: 33,271-39,225 (+)

62 64

E—
MGV-GENOME-0306333:41,175-48,651 (+)
43 44

uvig_75162:24,651-29,740 (+)
MTase_II_00010 Type (CDS_0070) 76 77

MGV-GENOME-0308958:41,791-49,534 (+)
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MGV-GENOME-0306021:39,484-47,941 (+)

MGV-GENOME-0283714:34,420-42,321 (+)
66 74 75 76 77 78

IMGVR_UViG_3300045988_079962|3300045988|Ga0495776_174739:45,712-55,391 (+)
72 73 74
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MGV-GENOME-0371037:44,607-54,160 (+)

DNA methyltransferase (CDS_0043)
42 44 45 46

S A
MGV-GENOME-0266812: 32,601-39,049 (+)
DNA methyltransferase (CDS_0060)
DNA methyltransferase (CDS_0059) 61

MGV-GENOME-0308211:40,288-46,892 (+)
DNA methyltransferase (CDS_0054)
DNA methyltransferase (CDS_0053) 55
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uvig 203167:33,994-41,356 (+)
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GV-GENOME-0332056:55,003-60,181 (+)
4000 nt {
DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (PADLOC)
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