
uvig_303650: 6,176-19,527 (+)

8
MTase_II_00176 Type (CDS_0009)

RM_Type_IIG__Type_IIG_2 (CDS_0010)

MTase_II_00161 Type (CDS_0011)

PDC-S38_WP_174243465.1 (CDS_0012)

13

Casp4_finished_genomes (CDS_0014)

15
AbiL__AbiLi2 (CDS_0016)

17 18 19 20 21 22

MGV-GENOME-0238631: 6,231-20,005 (+)

11
Casp4_finished_genomes (CDS_0012)

ThsB1_00002 TIR-like (CDS_0013)

AbiL__AbiLi2 (CDS_0014)
KwaA_00003 Unknown (CDS_0015)

MGV-GENOME-0257260: 6,231-19,211 (+)

11
Casp4_finished_genomes (CDS_0012)

13 tRNA-Phe(GAA)

uvig_2442: 6,231-23,596 (+)

11

Casp4_finished_genomes (CDS_0012)

13
AbiL__AbiLi2 (CDS_0014)

KwaA_00003 Unknown (CDS_0015)
KwaB_00008 DUF4868 (CDS_0016)

17 18

MGV-GENOME-0244092: 6,231-23,972 (+)

11

Casp4_finished_genomes (CDS_0012)

13
AbiL__AbiLi2 (CDS_0014)

KwaA_00003 Unknown (CDS_0015)

KwaB_00008 DUF4868 (CDS_0016)

KwaB_00008 DUF4868 (CDS_0017)
PDC-S05_WP_228444512.1 (CDS_0018)

19 20 22 23 27

MGV-GENOME-0243449: 6,231-22,806 (+)

11

Casp4_finished_genomes (CDS_0012)

13
AbiL__AbiLi2 (CDS_0014)

KwaA_00003 Unknown (CDS_0015)

KwaB_00008 DUF4868 (CDS_0016)

KwaB_00008 DUF4868 (CDS_0017)
PDC-S05_WP_228444512.1 (CDS_0018)

19 20

MGV-GENOME-0295490: 6,231-21,406 (+)

11
Casp4_finished_genomes (CDS_0012)

13 14 18
PDC-S04_WP_163235784.1 (CDS_0019)

PDC-M69A_WP_216276383.1 (CDS_0020)

MGV-GENOME-0301481: 8,560-33,703 (+)

11
Casp4_finished_genomes (CDS_0012)

ThsB1_00002 TIR-like (CDS_0013)

14 15 16

PDC-M64C_WP_110053925.1 (CDS_0017)

shah_acc_0139 HKD+Snf2 (CDS_0018)
RM_Type_IIG__Type_IIG_FAM_0.einsi_trimmed (CDS_0019)

20 21
PDC-S05_WP_228444512.1 (CDS_0022)

23

10000 nt

unknown function defence (DefenseFinder) defence (PADLOC) tRNA


