
MGV-GENOME-0294335: 16,344-26,982 (+)

20 21 22
baseplate protein (CDS_0023)

24
integrase (CDS_0025)

26

PDC-M64C_WP_110053925.1 (CDS_0027)

28 29 30 31 32 33 34
35

36

MGV-GENOME-0292697: 16,296-26,698 (+)

integrase (CDS_0025)
26

PDC-M64C_WP_110053925.1 (CDS_0027)

28 29 30

MGV-GENOME-0277728: 16,296-25,261 (+)

PDC-M64C_WP_110053925.1 (CDS_0025) 26 27 28

SAMEA2737675_a1_ct59857_vs1: 16,296-30,646 (+)

25 26 27 28 29
integrase (CDS_0030)

31

PDC-M64C_WP_110053925.1 (CDS_0032)

33 34 35

MGV-GENOME-0280807: 1-7,310 (+)

1
integrase (CDS_0002)

3

PDC-M64C_WP_110053925.1 (CDS_0004)

5 6 7

MGV-GENOME-0312208: 16,322-32,024 (+)

Arc-like repressor (CDS_0025) 26 27 28 29
30

31

holin (CDS_0032)

33 34
integrase (CDS_0035)

36

PDC-M64C_WP_110053925.1 (CDS_0037)

38 39

MGV-GENOME-0295752: 16,322-31,926 (+)

Arc-like repressor (CDS_0025) 26

RT_III-AM_III-B_2 (CDS_0027)

28 29 30
31

32

holin (CDS_0033)

34 35
integrase (CDS_0036)

37

PDC-M64C_WP_110053925.1 (CDS_0038)

39 40

MGV-GENOME-0330900: 16,296-34,540 (+)

Arc-like repressor (CDS_0025) 26 27 28 29
30

31

holin (CDS_0032)

33 34 35 36 37
integrase (CDS_0038)

39

PDC-M64C_WP_110053925.1 (CDS_0040)

41 42 43

MGV-GENOME-0312771: 16,296-32,560 (+)

Arc-like repressor (CDS_0025) 26 27 28 29
30

31

holin (CDS_0032)

33 34
integrase (CDS_0035)

36

PDC-M64C_WP_110053925.1 (CDS_0037)

38 39 40

MGV-GENOME-0253306: 14,575-21,223 (+)

17
baseplate hub (CDS_0018)
baseplate spike (CDS_0019)

transcriptional regulator (CDS_0022)

23 24 25

Han_2018_ERR1398122_NODE_194_length_57204_cov_13.812473: 16,327-38,431 (+)

25 26 27 28 29
Purine synthesis (VF0811) (CDS_0030)

31 32 33

integrase (CDS_0034)
ribonuclease toxin of AT system (CDS_0035)

36
37 38

MGV-GENOME-0312723: 16,319-32,267 (+)

Arc-like repressor (CDS_0025) 26 27 28 29
30

31

holin (CDS_0032)

33 34 35
integrase (CDS_0036)

37 38 39

SRS146832_a1_ct7434: 16,319-32,168 (+)

Arc-like repressor (CDS_0025) 26 27 28 29
30

31

holin (CDS_0032)
endolysin (CDS_0033)

34
integrase (CDS_0035)

36 37 38

MGV-GENOME-0318897: 16,322-34,867 (+)

Arc-like repressor (CDS_0025) 26 27 28 29
30

31

holin (CDS_0032)

33 34 35 36
integrase (CDS_0037)

38

integrase (CDS_0039)

40 41 42

IMGVR_UViG_3300029483_000011|3300029483|Ga0244102_100548: 16,322-32,108 (+)

Arc-like repressor (CDS_0025) 26 27 28 29
30

31

holin (CDS_0032)

33 34
integrase (CDS_0035)

36 37 38

MGV-GENOME-0288586: 15,941-31,912 (-)

424344
integrase (CDS_0045)

4647

holin (CDS_0048)

49
50

51525354Arc-like repressor (CDS_0055)

MGV-GENOME-0311364: 16,323-32,069 (+)

Arc-like repressor (CDS_0026) 27 28 29 30
31

32

holin (CDS_0033)
endolysin (CDS_0034)

35
integrase (CDS_0036)

37 38 39

MGV-GENOME-0321041: 16,322-35,908 (+)

Arc-like repressor (CDS_0025) 26 27 28 29
30

31

holin (CDS_0032)

33 34 35 36

integrase (CDS_0037)
38

394041
integrase (CDS_0042)

43 44 45

MGV-GENOME-0341359: 16,319-39,449 (+)

Arc-like repressor (CDS_0025) 26 27 28 29
30

31

holin (CDS_0032)

33 34
integrase (CDS_0035)
transcriptional regulator (CDS_0036)

37 38
39

40 41
REase_I_00010 Type (CDS_0042)

MTase_I_00008 Type (CDS_0043)

RM__Type_I_S_01 (CDS_0044)
metallo-protease (CDS_0045)

46 47

uvig_31876: 1-6,455 (+)

1
integrase (CDS_0002)

3 4 5

9000 nt

integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

virulence (VFDB)


