
IMGVR_UViG_2874057671_000004|2874057671|2874057693|315842-351344: 23,954-33,101 (+)

30 31 32 33 34

transcriptional regulator (CDS_0035)

36 37
DS-34__DS-34A (CDS_0038)

Cox-like excisionase and repressor (CDS_0039)

40 41 42

IMGVR_UViG_2751185932_000008|2751185932|2751259652|29292-63734: 19,957-31,913 (+)

32 33 35 36

IMGVR_UViG_2571042794_000007|2571042794|2571147491|47896-84462: 22,832-34,474 (+)

baseplate protein (CDS_0034) 35 tRNA-Met(CAT) 37 DS-34__DS-34A (CDS_0038)

TemPhD_cluster_37924: 20,275-30,177 (+)

head closure (CDS_0027) 32

uvig_576497: 21,049-33,588 (+)

33 34 35 36

IMGVR_UViG_3300013618_000007|3300013618|Ga0121225_10009|139068-179166: 23,785-38,281 (+)

35 36 37
Tia/Hek (VF1109) (CDS_0038)

39 44

IMGVR_UViG_3300011550_000013|3300011550|Ga0122832_100006|211255-250844: 23,221-37,153 (+)

35

Rz-like spanin (CDS_0036)
tail terminator (CDS_0037)

38 39

baseplate assembly protein (CDS_0040)
baseplate wedge subunit (CDS_0041)

42

IMGVR_UViG_3300013985_000006|3300013985|Ga0121079_10007|72724-109246: 19,905-33,473 (+)

36 37
baseplate wedge subunit (CDS_0038)

39

IMGVR_UViG_2571042713_000001|2571042713|2571139798|157812-194931: 23,014-35,049 (+)

33 34 35 36 37 DS-34__DS-34A (CDS_0038) 43

TemPhD_cluster_37524_: 23,014-33,750 (+)

33
integrase (CDS_0034)

35 DS-34__DS-34A (CDS_0036)

IMGVR_UViG_2811995328_000006|2811995328|2812089181|62266-94905: 21,006-31,672 (+)

HEC-04 (CDS_0032) 33 34 DS-34__DS-34A (CDS_0035)

IMGVR_UViG_2791355276_000005|2791355276|2791388123|4046757-4083030: 22,772-35,162 (+)

DNA repair protein (CDS_0033) 34 35 36 37 38 DS-34__DS-34A (CDS_0039)
tellurite resistance (CDS_0044)

TciB-like inhibition of cell division or resistance to colicin (CDS_0045)

TemPhD_cluster_44003: 20,326-30,404 (+)

33 34

TemPhD_cluster_51889: 21,257-31,335 (+)

33 34

TemPhD_cluster_2302: 22,930-32,084 (+)

transcriptional repressor (CDS_0035)

MGV-GENOME-0231663: 22,108-32,099 (+)

tail protein (CDS_0031) 33 transcriptional repressor (CDS_0034)

TemPhD_cluster_51144: 24,350-34,098 (+)

37 38

5000 nt

DNA, RNA and nucleotide metabolism connector integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) virulence (VFDB) tRNA pseudogene


