TciB-like inhibition of cell division or resistance to colicin (CDS_0048)
DksA-Iike?h\c-ﬁnger protein (CDS_0050)
cell division inhibitor (CDS_0045)
tellurite resistance (CDS_ 0047)
oMTase 00018 orphan (CDS_0051)
DNA methyltransferase (CDS_0052)

IMGVR_UViG_3300013985_000006|3300013985|Ga0121079_10007|72724-109246: 33,059-36,472 (+)
DNA methyltransferase (CDS_0046)

I
MGVR_UVIG_2571042713.000001|2571042713|2571139798(157812-194931: 34,332-37,069 (+)
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MGV-GENOME-0231663: 30,704-33,646 (+)
ClI-like regulator (CDS_0045)
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IMGVR_UViG_3300013618_000007|3300013618|Ga0121225_10009|139068-179166:37,350-40,098 (+)
RecA filament binding protein Dinl (CDS_0004) terminase large subunit
DNA methyltransferase (CDS_0046) 1 2 3 T 5 6portal protein (CDS_0007)

TemPhD_cluster_30549:30,143-33,693 (+); 1-5,527 (+)
DNA methyltransferase (CDS_0046)

TemPhD_cluster_62433:31,079-34,919 (+); 1-5,528 (+)
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TemPhD_cluster_44003:29,009-31,953 (+); 1-5,531 (+)
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TemPhD_cluster_51889:29,940-32,884 (+); 1-6,522 (+)
queuine tRNA-ribosyltransferase (CDS_0047)

TemPhD_cluster_62162: 33,362-36,005 (+); 1-3,737 (+)
queuine tRNA-ribosyltransferase (CDS_0045) HEC-06_WP_099323492.1 (CDS_0007)

TemPhD _cluster 51237:33,099-35,741 (+); 1-8,141 (+)
DNA methyltransferase (CDS_0046) DNA binding protein (CDS_0005) 6 7

TemPhD_cluster_51144:33,381-36,232 (+); 1-7,105 (+)
DNA methyltransferase (CDS_0044) HEC-08_WP_093018341.1 (CDS_0004) 5 6 terminase large subunit (CDS_0008)

I
TemPhD_cluster_37524_:33,033-35,821 (+); 1-8,926 (+)
4000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (PADLOC)
I




