
MGV-GENOME-0244100: 15,387-24,212 (+)

19 20 21 22 23 24 25
holin (CDS_0026)

27 28 29 30 31 32 33

IMGVR_UViG_3300045988_043360|3300045988|Ga0495776_017743: 14,635-24,196 (+)

26 27

IMGVR_UViG_3300045988_032054|3300045988|Ga0495776_015720: 14,248-23,886 (+)

22 26 27

MGV-GENOME-0249805: 15,387-23,852 (+)

21 22 26 27

IMGVR_UViG_3300045988_016830|3300045988|Ga0495776_127189: 15,387-23,852 (+)

26 27

MGV-GENOME-0224714: 12,083-20,405 (+)

20 21 26 27

uvig_341524: 15,186-23,124 (+)

27 28

uvig_401393: 14,508-23,426 (+)

21 22 23 27 28

MGV-GENOME-0203721: 15,178-24,116 (+)

23 28 29

IMGVR_UViG_3300045988_017583|3300045988|Ga0495776_084165: 15,176-24,347 (+)

21 22 27 28

IMGVR_UViG_3300045988_028778|3300045988|Ga0495776_062760: 14,236-23,410 (+)

21 26

MGV-GENOME-0245756: 15,388-24,319 (+)

22 28 29

IMGVR_UViG_3300045988_018758|3300045988|Ga0495776_041632: 15,036-25,533 (+)

28 29 AbiQ (CDS_0030) 31 32 36 37

uvig_514418: 14,931-25,292 (+)

28 29 AbiQ (CDS_0030) 31 32

IMGVR_UViG_3300045988_020003|3300045988|Ga0495776_015712: 15,036-25,588 (+)

28 29 AbiQ (CDS_0030) 31 32

IMGVR_UViG_3300045988_060808|3300045988|Ga0495776_014200: 14,931-25,347 (+)

28 29 30 AbiQ (CDS_0031) 32 33

IMGVR_UViG_3300045988_020294|3300045988|Ga0495776_042386: 14,269-25,340 (+)

19 27 28 29 AbiQ (CDS_0030) 31 32

MGV-GENOME-0283951: 15,769-25,855 (+)

21 22 24 25 26 28 29 30 31

4000 nt

lysis unknown function defence (PADLOC)


