
IMGVR_UViG_2600255011_000007|2600255011|2600271839|18742-58633: 25,361-31,240 (+)

36 37
HNH endonuclease (CDS_0038)

39 40 41
BstA__BstA (CDS_0042)

BstA abortive infection system (CDS_0043)

44 45

CII-like transcriptional activator (CDS_0046)

tail protein (CDS_0047)
replication initiation O-like (CDS_0048)

TemPhD_cluster_29321: 28,297-34,798 (+)

40
ParA-like partition protein (CDS_0041)

PDC-S43_WP_154200662.1 (CDS_0042)

TemPhD_cluster_18890: 26,933-34,887 (+)

37 38
transcriptional repressor (CDS_0039)

40 44 45

IMGVR_UViG_2687453232_000004|2687453232|2687453694|3572313-3618099: 29,754-39,676 (+)

41 BstA__BstA (CDS_0042) transposase (CDS_0046)
transposase (CDS_0047)

transposase (CDS_0048) 53

3000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC)


