
uvig_439847: 5,431-16,996 (+)
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major tail protein (CDS_0009)
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MGV-GENOME-0185173: 5,431-14,374 (+)
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MGV-GENOME-0216071: 6,006-16,856 (+)
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uvig_160425: 6,006-16,579 (+)

14 15 16 17

MGV-GENOME-0220183: 6,389-20,325 (+)
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tail fiber protein (CDS_0015)
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17 18 19 20 25 anti-CRISPR-Cas evasion by DNA repair (APIS154) (CDS_0027)

MGV-GENOME-0193162: 6,389-19,431 (+)

tail fiber protein (CDS_0015)
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MGV-GENOME-0289617: 6,389-24,697 (+)

tail protein (CDS_0015)
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endolysin (CDS_0019)

20
21

22 2324
25

26 27 28 29

MGV-GENOME-0211227: 6,371-19,495 (+)

tail fiber protein (CDS_0015)
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PDC-S31_WP_063883643.1 (CDS_0018)
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MGV-GENOME-0195645: 6,389-18,933 (+)

15
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PDC-S31_WP_063883643.1 (CDS_0018)
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MGV-GENOME-0190453: 6,389-18,059 (+)

15
PDC-S31_WP_063883643.1 (CDS_0016)

17

MGV-GENOME-0238526: 6,371-19,504 (+)

tail protein (CDS_0015)
PDC-S31_WP_063883643.1 (CDS_0016)

17

uvig_194834: 6,371-26,911 (+)

tail protein (CDS_0015) 16
NEase_II_00007 Type (CDS_0017)

tet_MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (CDS_0018)
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PDC-S31_WP_063883643.1 (CDS_0025)
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MGV-GENOME-0186419: 6,371-17,000 (+)
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MGV-GENOME-0180680: 6,371-16,495 (+)
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MGV-GENOME-0207824: 6,370-17,674 (+)
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MGV-GENOME-0206916: 6,371-19,157 (+)

tail protein (CDS_0015)
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MGV-GENOME-0228632: 6,371-18,672 (+)

tail fiber protein (CDS_0015)
16 17

MGV-GENOME-0226319: 6,371-18,947 (+)

tail fiber protein (CDS_0015)
16 17 18

MGV-GENOME-0200573: 5,958-18,415 (+)

tail length tape measure protein (CDS_0012) 15 16 18
19

20

MGV-GENOME-0198908: 6,005-19,194 (+)

tail fiber protein (CDS_0015)
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PDC-S31_WP_063883643.1 (CDS_0018)
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uvig_328930: 6,370-23,702 (+)

tail protein (CDS_0015) 1617 18
endolysin (CDS_0019)
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MGV-GENOME-0199754: 6,371-19,988 (+)

tail protein (CDS_0015) 16 17
endolysin (CDS_0018)

19 20

Ma_2019_SRR413750_NODE_663_length_34783_cov_8.406617: 6,389-26,514 (+)

tail protein (CDS_0015) 1617 18

endolysin (CDS_0019)
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PDC-S31_WP_063883643.1 (CDS_0028)
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MGV-GENOME-0249932: 6,389-25,821 (+)

tail fiber protein (CDS_0015) 1617 18

endolysin (CDS_0019)
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PDC-S31_WP_063883643.1 (CDS_0028)
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MGV-GENOME-0336902: 6,389-24,509 (+)

tail protein (CDS_0015) 1617 18

endolysin (CDS_0019)
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uvig_62794: 6,389-32,701 (+)

tail protein (CDS_0015) 1617 18

endolysin (CDS_0019)
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RuvC-like Holliday junction resolvase (CDS_0027)

28
ABC transporter (CDS_0029)

30 31

PDC-S31_WP_063883643.1 (CDS_0032)

33

MGV-GENOME-4422273: 6,005-26,139 (+)

tail protein (CDS_0015) 1617 18

amidase (CDS_0019)
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26

27

PDC-S31_WP_063883643.1 (CDS_0028)
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MGV-GENOME-0257902: 6,290-26,031 (+)

13 tail protein (CDS_0016) 1718 19 20 21
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TemPhD_cluster_62576: 6,371-26,128 (+)

tail protein (CDS_0015) 1617 18

amidase (CDS_0019)
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MGV-GENOME-0205253: 6,371-20,648 (+)

tail protein (CDS_0015) 1617 18 19 20
21

22

10000 nt

DNA, RNA and nucleotide metabolism connector lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (PADLOC) anti-defence (dbAPIS)

AMR (AMRFinderPlus) tRNA


