baseplate wedge subunit (CDS_0021)

baseplate assembly protein (CDS_0020) tail protein (CDS_0029)
tail terminator \ tail protein (CDS_0023) tail collar fiber protein (CDS_0026) head closure (CD?OOZS) tail protein (CDS_0031)
[ 19 \ baseplate protein (CDS_0022) tail fiber protein (CDS_0024) 25 27 tail length tape measure protein (CDS_0030) tail protein (CDS_0032)
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TemPhD_cluster_63285_:13,294-26,147 (+)
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uvig_315043:15,362-24,685 (-)

N
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IMGVR_UVIG_2667527700_000006|2667527700[2667557456|2710457-2743510: 11,976-25,172 (+)
23

I I E—— I I ——
IMGVR_UViG_2588254270_000001|2588254270|2588315114/1024283-1057361: 14,529-26,389 (+)

24

TemPhD _cluster_43913:13,022-25,567 (+)

N
EN

TemPhD _cluster_43822:13,294-25,604 (+)
tail fiber protein (CDS_0024)

IMGVR_UViG_2588254174_000002|2588254174|2588309724|532662-567806: 14,105-26,887 (+)
19 tail fiber protein (CDS_0024)

TemPhD_cluster_37821 :12,952-25,984 (+)
tail fiber protein (CDS_0024)

TemPhD_cluster_33696: 13,023-25,328 (+)
21 tail fiber protein (CDS_0016)

— —— —— ——— — — " § "\ | ;]
uvig 7618:7,339-20,418 (-)

tail fiber protein (CDS_0024) 25

I
TemPhD_cluster_21305: 13,017-24.,647 (+)
tail fiber protein (CDS_0024) 25

TemPhD _cluster_22096_:13,294-25,257 (+)
tail fiber protein (CDS_0024) 25

TemPhD _cluster_33490: 16,022-27,857 (+)
tail fiber protein (CDS_0024) 25

TemPhD _cluster_62893_:13,341-25,144 (+)
tail fiber protein (CDS_0024) 25

TemPhD_cluster_62619_:15,011-26,989 (+)
tail fiber protein (CDS_0022) 23

TemPhD_cluster_28404: 11,963-23,944 (+)
25 26

I — S —
TemPhD_cluster_62901 _: 14,353-25,990 (+)

tail protein (CDS_0024) 25

N N
TemPhD_cluster_30614: 13,263-24,759 (+)
virion structural protein (CDS_0024) 25

1 e S
IMGVR_UViG_2896784243 000001|2896784243|2896784243|666954-701352: 13,667-25,129 (+)
20 tail fiber protein (CDS_0025) 26

—— ———————— & —————— ——— — ]
TemPhD_cluster_62671 _:13,341-25,776 (+)

tail fiber protein (CDS_0024) 25

I
TemPhD_cluster_62754 :13,679-25,391 (+)
tail fiber protein (CDS_0022) 23

—
TemPhD_cluster_37819_:12,742-24,361 (+)
20 tail fiber protein (CDS_0025) 26

——
TemPhD_cluster_37830_: 13,294-25,713 (+)
19 24 25

EEE——
uvig 298963:13,120-25,436 (+)
24 25

TemPhD_cluster_51788: 15,054-26,634 (+)
21 26 27

I — & ———J ‘& —— |
TemPhD_cluster_62440: 15,557-27,953 (+)

tail fiber protein (CDS_0025) 26

—r x5 " ———————— ————]
IMGVR_UViG_2639762837_000002|2639762837|2639800320|152670-189098: 14,059-27,044 (+)
19 24 25

TemPhD_cluster_33521:13,666-26,536 (+)
20 tail fiber protein (CDS_0025) 26

—
IMGVR_UViG_2636415732_000003|2636415732|2636454915|86038-118872: 13,282-25,501 (+)

25 26 27

TemPhD_cluster_51603: 14,353-27,216 (+)
21 tail spike protein (CDS_0026) 27

I
uvig_163576:15,311-27,163 (+)
14 16 tail fiber protein (CDS_0021) 22

I I 1 |
IMGVR_UViG_2834054130_000005|2834054130(2834054144(79240-116866:11,888-24,729 (+)
tail fiber protein (CDS_0024) 25

I
TemPhD_cluster 43925:13,294-25,434 (+)
Gao_Ape_ ApeA (CDS_0018) tail fiber protein (CDS_0023) 24

TemPhD_cluster_37769_:12,986-26,971 (+)
18 tail fiber protein (CDS_0023) 24

I
TemPhD_cluster_43884: 13,405-25,978 (+)
19 24 25
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TemPhD_cluster_51711:13,224-25,887 (+)
23 24

TemPhD_cluster_52059:13,217-25,109 (+)

24 25
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TemPhD_cluster_43676:13,233-25,936 (+)
19 24 25

TemPhD_cluster_51708:13,224-26,371 (+)
24 25

IMGVR_UViG_2775507075_000001|2775507075|2775537715|647522-682363: 13,068-25,831 (+)
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w
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TemPhD cluster_63609:16,567-27,492 (+)

N
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e 1 e J—
TemPhD_cluster_51742:12,653-25,831 (+)

22 23
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TemPhD_cluster_62539:11,976-25,476 (+)

N
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TemPhD_cluster_51791: 13,552-26,604 (+)

N
i
N
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TemPhD_cluster_22021:12,869-25,636 (+)

N
~
N
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I
uvig_255346:13,346-26,041 (+)
23 24

N
TemPhD_cluster_62833_:11,941-26,296 (+)
19 24 25

I E— I N I I —
TemPhD_cluster_62125:13,108-27,603 (+)

PDC-531_WP_151888418.1 (CDS_0019) 24 25

—— —— — 5 _ -
IMGVR_UVIG_2724679171_000007|2724679171|2724714371|26080-61565: 13,065-26,608 (+)

N
@
N
i

TemPhD_cluster_30574: 13,406-26,527 (+)

baseplate wedge subunit (CDS_0022)
20 25 26

E——
uvig_394230: 13,386-27,181 (+)
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IMGVR_UViG_2537561874_000005|2537561874|2537605170|136713-170600: 13,702-25,874 (+)

N
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TemPhD_cluster_43940: 13,927-25,387 (+)
23 24
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TemPhD_cluster_51873:13,165-25,050 (+)

21 26 27
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TemPhD_cluster_51519:13,370-27,609 (+)

tail fiber protein (CDS_0022)

TemPhD_cluster_20672:11,532-24,265 (+)
tail protein (CDS_0023)

I
TemPhD_cluster_51744:13,279-25,405 (+)
tail fiber protein (CDS_0022)

IMGVR_UViG_2916627578_000003|2916627578|2916627585|165933-202962: 14,229-26,015 (+)
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TemPhD_cluster_16103:15,597-27,442 (+)
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TemPhD_cluster_33455: 14,768-27,066 (+)

N
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[

IMGVR_UViG_2609459977_000005|2609459977|2609511027|1017855-1052392: 12,869-24,741 (+)
tail fiber protein (CDS_0025) 26

———__ __— _ ___  _ —— —— — —  —— ——————————]
IMGVR_UVIG_2648501668 _000003|2648501668|2648557430|113555-151240: 14,398-26,671 (+)
tail fiber protein (CDS_0024) 723 tail protein (CDS_0030)

—
TemPhD_cluster_44032:13,021-24,877 (+)

21 22

— —— ____ _ __ [ ————
IMGVR_UViG_2519899599_000001|2519899599|2519932147(14145-47380: 11,889-24,184 (+)
19 24 25

—r _——x 77—
IMGVR_UVIG_2568526499 _000003|2568526499|2568574856|813355-851668:12,643-25,111 (+)
26 27 28

TemPhD_cluster_62781_:13,429-26,497 (+)
24 25 26
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TemPhD_cluster_62965_:13,022-25,671 (+)

tail fiber protein (CDS_0024) 25

TemPhD_cluster_43617: 14,344-25,746 (+)
tail fiber protein (CDS_0023) 24

TemPhD_cluster_62482: 13,930-25,660 (+)
transposase (CDS_0024)
transposase (CDS_0025)
\ tail fiber protein (CDS_0026) 27
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IMGVR_UVIG_2667527736_000003|2667527736|2667560620|204033-240518: 14,344-26,523 (+)
tail protein (CDS_0023) tail fiber protein (CDS_0024) 25

e s — —
IMGVR_UViG_2609460305_000001|2609460305|2609561580|1854770-1890478: 13,920-25,746 (+)

tail fiber protein (CDS_0024) 25

I 1 I
IMGVR_UVIG_2568526629_000003|256852662912568584023|27808-63516: 13,920-25,746 (+)
22 23 tail protein (CDS_0028)
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IMGVR_UViG_2627853850_000004|2627853850(2627894238|3832016-3868143: 11,964-24,989 (+)
tail fiber protein (CDS_0023) 24 25
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TemPhD_cluster_51455:14,343-26,218 (+)
tail fiber protein (CDS_0026) 27

K 14, ,924 (+)
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tail fiber protein (CDS_0025) 26

TemPhD_cluster_62971 :13,317-25,626 (+)
PDC-559_WP_173620398.1 (CDS_0020) tail fiber protein (CDS_0025) 26
e - e e [ e —
TemPhD_cluster_43790: 13,146-26,314 (+)
21 tail fiber protein (CDS_0025) 26
I I
TemPhD_cluster_43791:13,146-26,314 (+)

N
o

tail fiber protein (CDS_0025) 26

IMGVR_UViG_2684623138_000001|2684623138|2684693227(1196428-1234164:14,586-27,595 (+)

N
w

TemPhD_cluster_33492: 14,583-28,176 (+)

N
w

TemPhD_cluster_62366:13,928-27,543 (+)
tail fiber protein (CDS_0023)

TemPhD_cluster_62702_: 14,461-26,305 (+)
20 25 26 32

e
TemPhD_cluster_51580: 13,110-26,080 (+)
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IMGVR_UViG_2574180387_000002|2574180387|2574236295|332324-367403: 13,022-25,680 (+)
25 26
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IMGVR_UVIG_2609459963_000007|2609459963|2609510415|26718-64116: 14,562-28,056 (+)
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X _ 13, 147 (+)
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IMGVR_UViG_2667528157_000002(2667528157(2667619141|3-37315: 14,977-28,802 (+)
26 27

TemPhD_cluster_3374: 14,977-28,056 (+)
transposase (CDS_0023) 29 30

IMGVR_UViG_2925502475_000008|2925502475|2925502475|5354612-5393853: 16,887-30,806 (+)
27 28 29

IMGVR_UViG_2663762877_000002|2663762877|2663789247|1126447-1163850: 14,977-28,061 (+)
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TemPhD_cluster_26332: 11,345-24,647 (+)

N
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TemPhD cluster_62923_:13,672-25,857 (+)

N
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TemPhD_cluster_3370: 14,562-28,056 (+)
22 23
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IMGVR_UVIG_2609459879_000003|2609459879]2609506016|26885-64284: 14,977-28,057 (+)
23 28 29

I N
TemPhD_cluster_28151:14,977-28,057 (+)

27 28 29
N [ 1 1
TemPhD_cluster_3344:14,977-28,056 (+)
27 28 29
I - -

[ S
TemPhD_cluster_3307:14,977-28,056 (+)

N
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\MGVR UViG_2663762880_000006(2663762880(2663790129|3-37725:14,977-29,694 (+)
26 27 28

N
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IMGVR_UViG_2671180370_000002|2671180370|2671218040|1128241-1165639: 14,562-28,056 (+)
23 24

N
el

I
TemPhD_cluster_51368: 14,045-27,158 (+)
tail fiber protein (CDS_0026)
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IMGVR_UViG_3300011730_000016|3300011730|Ga0122090_100005|113264-148595: 13,491-27,301 (+)

25 26 27

I
TemPhD_cluster_62322:13,638-26,621 (+)
tail fiber protein (CDS_0024) 25
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o

TemPhD _cluster_20000: 13,022-25,301 (+)

N
S
N
w
N
o

TemPhD_cluster_51320: 13,836-27,232 (+)
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I
TemPhD_cluster_62850_: 13,390-26,358 (+)
22 23 24 25

TemPhD_cluster_51864:13,308-26,279 (+)

I
TemPhD_cluster_51498: 12,220-26,692 (+)

N
w

24

TemPhD_cluster_44023:11,555-24,879 (+)

N
o

27

e e
TemPhD_cluster_37648_:13,385-27,847 (+)

I
TemPhD_cluster_30479: 13,385-27,843 (+)
tail fiber protein (CDS_0024)

N
TemPhD_cluster_51615:12,554-26,125 (+)
Thoeris_|I_ThsA_new_grand (CDS_0020) tail fiber protein (CDS_0025) 26

e E——
TemPhD_cluster_62836_:12,579-26,272 (+)

N
w
N
N

IMGVR_UViG_2925520569_000001|2925520569|2925520569|1188782-1223126:12,676-25,319 (+)
tail fiber protein (CDS_0026) 27 28
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IMGVR_UViG_2896807372_000006|2896807372|2896807372|4817444-4852363: 13,929-26,895 (+)

tail fiber protein (CDS_0026) 27

I EE—
TemPhD_cluster_17306: 13,929-26,896 (+)
tail fiber protein (CDS_0026) 27 28

I B
TemPhD_cluster_17304: 13,929-26,896 (+)
Rz-like spanin (CDS_0016)
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TemPhD_cluster_51103:12,837-27,749 (+)
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TemPhD_cluster_51683:11,455-25,277 (+)
tail fiber protein (CDS_0024) 25 tail collar fiber protein (CDS_0026)

TemPhD_cluster_62712_:12,961-26,073 (+)
tail protein (CDS_0023)
baseplate protein (CDS_0022) tail fiber protein (CDS_0024) 25

I

SAMNO05827142_al ct20669 vs1:13,573-25,871 (+)
tail protein (CDS_0021)
20 tail fiber protein (CDS_0022) 23
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TemPhD_cluster_38150:11,028-23,544 (+)

PtuB1_00020 Unknown (CDS_0016) tail protein (CDS_0021)
PtuA1_00004 AAA (CDS_0017) 20 tail fiber protein (CDS_0022)

I I R e — e I e S —
IMGVR_UViG_2854329442_000003|2854329442|2854329496[165026-198638:11,169-25,363 (+)

25 tail fiber protein (CDS_0026) 27

IMGVR_UVIG_2609459916_000004|2609459916]2609508154(26239-60278: 14,236-26,245 (+)
tail protein (CDS_0024) tail fiber protein (CDS_0025) 26

I S
TemPhD_cluster_62695_:12,870-25,675 (+)
tail fiber protein (CDS_0023)
tail protein (CDS_0022) 24

I
Ma_2019_SRR1778450_NODE_64 length_33017_cov_17.398884: 11,554-24,506 (+)
tail fiber protein (CDS_0024)
tail protein (CDS_0023) 25
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e
TemPhD_cluster_33733:12,903-24,923 (+)

tail fiber protein (CDS_0028)
tail protein (CDS_0027) 29

|
%

I I —
TemPhD_cluster_30570: 14,482-25,776 (+)

tail fiber protein (CDS_0026)
tail protein (CDS_0025) 27

I
TemPhD_cluster_62807_: 12,-600*25,130 (+)
tail fiber protein (CDS_0025)
tail protein (CDS_0024) 26
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IMGVR_UViG_2588254055_000008|2588254055|2588302663(27813-64018: 14,648-26,402 (+)
tail fiber protein (CDS_0025) 26

TemPhD_cluster_20652: 13,960-25,623 (+)
tail fiber protein (CDS_0023) 24
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IMGVR_UViG_2660238252_000005|2660238252|2660285827(191858-225142: 12,275-24,290 (+)

tail fiber protein (CDS_0023)
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TemPhD _cluster_52244:11,751-24,290 (+)
tail fiber protein (CDS_0023)
tail protein (CDS_0022) 24

I EE—
TemPhD_cluster_52256:11,029-24,198 (+)
24 25 26 27 28 30

I
TemPhD_cluster 51974:13,015-26,177 (+)
tail fiber protein (CDS_0026) 27

e e 1
TemPhD_cluster_52029: 13,287-25,741 (+)

25 26

I B
TemPhD_cluster_62744 :13,072-26,307 (+)
baseplate protein (CDS_0022) 24 25

N
TemPhD_cluster_62718_:14,131-26,771 (+)
12 13 17 tail fiber protein (CDS_0022) 23

E

IMGVR_UViG_2922810722_000004(2922810722|2922810725|3429594-3465635: 10,945-21,316 (+)
PtuA1_00004 AAA (CDS_0017)
PtuB1_00020 Unknown (CDS_0016) 18 tail fiber protein (CDS_0022)
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IMGVR_UViG_2854351940_000003|2854351940|2854351961[153860-187472:10,459-22,254 (+)
5000 nt {
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