
IMGVR_UViG_3300045988_176094|3300045988|Ga0495776_157026: 17,109-28,669 (+)

RT_III-AM_III-B_2 (CDS_0020)

21
22

23
24

transglycosylase (CDS_0025)
transfer-messenger RNA SsrA

26

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0027)

28 29 30
metallo-phosphoesterase (CDS_0031)

32 33 34 35
36

37

MGV-GENOME-0251221: 17,107-21,875 (+)

endolysin (CDS_0025)

MGV-GENOME-0289230: 17,107-22,602 (+)

transglycosylase (CDS_0025)
26 28 31

MGV-GENOME-0324860: 17,081-23,453 (+)

transglycosylase (CDS_0026)
27

ParB-like partition protein (CDS_0033)

34

MGV-GENOME-0293096: 18,082-24,244 (+)

transglycosylase (CDS_0025)
27 34

IMGVR_UViG_3300029092_000241|3300029092|Ga0169182_100032|69339-103583: 17,109-27,926 (+)

transglycosylase (CDS_0025)
26 27

DNA polymerase (CDS_0028)
capP (CDS_0029)

30

IMGVR_UViG_3300045988_083812|3300045988|Ga0495776_078906: 16,617-25,682 (+)

transglycosylase (CDS_0024)
25

DNA polymerase (CDS_0026)
capP (CDS_0027)

28

IMGVR_UViG_3300029611_000290|3300029611|Ga0245149_100068|12216-46092: 17,036-29,071 (+)

endolysin (CDS_0025)
26 27

DNA polymerase (CDS_0028)
capP (CDS_0029)

30 32

uvig_110929: 16,617-33,885 (+)

endolysin (CDS_0024)
25

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0026)

ABC transporter (CDS_0027)
28

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0029)

30 31

DNA polymerase (CDS_0032)
capP (CDS_0033)

34

MGV-GENOME-0327705: 16,328-32,050 (+)

19 ABC transporter (CDS_0024) 25

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0026)

27 28

DNA polymerase (CDS_0029)
capP (CDS_0030)

31

uvig_23397: 14,902-31,312 (+)

18 ABC transporter (CDS_0023) 24

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0025)

26 27

DNA polymerase (CDS_0028)
capP (CDS_0029)

30

uvig_198135: 17,036-42,488 (+)

endolysin (CDS_0025)
26

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0027)

28 29

metallo-phosphoesterase (CDS_0030)
phosphoesterase (CDS_0031)

32 33 34 35 36 ABC transporter (CDS_0037)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0038)

39 integrase (CDS_0040)

DNA polymerase (CDS_0041)
capP (CDS_0042)

43

MGV-GENOME-0295586: 15,901-22,322 (+)

DNA polymerase (CDS_0023)
capP (CDS_0024)

25

IMGVR_UViG_2585427614_000002|2585427614|2585443447|1731546-1765627: 17,108-27,763 (+)

transglycosylase (CDS_0025)
26 27 28

capP (CDS_0029)
transcriptional repressor (CDS_0030)

PDC-M69A_WP_216276383.1 (CDS_0031)

IMGVR_UViG_3300029339_000326|3300029339|Ga0242823_1000160|16479-50241: 17,107-27,423 (+)

transglycosylase (CDS_0025)
26 27 28

capP (CDS_0029)
transcriptional repressor (CDS_0030)

PDC-M69A_WP_216276383.1 (CDS_0031)

IMGVR_UViG_3300029767_000287|3300029767|Ga0243804_100089|16448-50168: 17,108-27,351 (+)

transglycosylase (CDS_0025)
26 27 28

capP (CDS_0029)
30 31

IMGVR_UViG_3300013899_000082|3300013899|Ga0117808_100047|20931-53898: 16,391-26,650 (+)

25 26 27
capP (CDS_0028)

29 30

uvig_201109: 17,108-44,957 (+)

endolysin (CDS_0025)
26

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0027)

28 29 30 31 32 33
NinI-like serine-threonine phosphatase (CDS_0034)

transcriptional repressor (CDS_0035)

36 37
ABC transporter (CDS_0038)

39

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0040)

41 integrase (CDS_0042)

DNA polymerase (CDS_0043)
capP (CDS_0044)

45

ivig_767: 17,108-41,826 (+)

endolysin (CDS_0026)
27

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0028)

29 30

metallo-phosphoesterase (CDS_0031)
phosphoesterase (CDS_0032)

33 34 35

NinI-like serine-threonine phosphatase (CDS_0036)

37
ABC transporter (CDS_0038)

39

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0040)

41 42 43
capP (CDS_0044)

45

IMGVR_UViG_3300045988_096003|3300045988|Ga0495776_078718: 18,474-27,252 (+)

27 28
capP (CDS_0029)

30 32 37

uvig_197398: 24,486-28,323 (+)

28

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus) tmRNA


