Rha-like transcriptional regulator (CDS_0030)
anti-SOS response (AP1S132) (CDS_0026)
PD-Lambda-1_WP_005960421.1 (CDS_0025)
capH (CDS_0027) DNA binding protein (CDS_0036)
20 21 22 amidase (CDS_0023) 24 | T 28 29 31 32 3334 35 | 37 exonuclease(CDS_0038)
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IMGVR_UViG_3300045988_076657|3300045988|Ga0495776_071474:18,033-29,919 (+)
Rha-like transcriptional regulator (CDS_0030)
anti-SOS response (API1S132) (CDS_0026)
capH (CDS_0027)
| T 28 29 31 32 34 exonuclease
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MGV-GENOME-0268674:18,033-28,744 (+)
Rha-like transcriptional regulator (CDS_0033)
anti-SOS response (APIS132) (CDS_0029)
capH (CDS_0030)
ATPase (CDS_0024) 25 26 | 7T 313 34 35
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uvig 401653:18,563-31,844 (+)

retron_type_VI_hth_cluster2_1 (CDS_0027)

25 26 | 28 31
Dbt O—C __JCICT D CIDRDBED

IMGVR_UViG_3300045988_091005|3300045988|Ga0495776_154046:17,904-25,408 (+)
retron_type_VI_hth_cluster2_1 (CDS_0029)
transcriptional repressor(fDS_OOZB)

27 [ | 30
OO0 X ¢ K | FO-C HDDIOE

IMGVR_UViG_3300029409_000251|3300029409|Ga0243858_100143|37872-75171:17,904-26,211 (+)

retron_type_VI_hth_cluster2_1 (CDS_0031)
26 29 30 | 32
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IMGVR U\/IG 3300029586, 000122|3300029586\630243865 1000695: 17,904-28,975 (+)

retron_type_VI_hth_cluster2_1 (CDS_0030)
28 29 [ 31

IMGVR_UViG_3300029761_000301|3300029761|Ga0243857_100274(3-39655: 17,904-28,564 (+)
anti-SOS response (AP1S132) (CDS_0027)
anti-repressor (CDS_0030)
structural protein with Ig domain (CDS_0019) 23 26 28 29 31
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IMGVR_UViG_3300045988_061960|3300045988|Ga0495776_128245:15,473-27,913 (+)
retron_type_VI_hth_cluster2_1 (CDS_0024)
anti-SOS response (APIS178) (CDS_0025)

18 ATPase (CDS_0023) 26
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SAMNO5826937_al_ct9309_vs1:14,329-23,759 (+)

transcriptional repressor (CDS_0025)
24 2627 28 3031 32

IMGVR_UViG_3300045988_116967|3300045988|Ga0495776_148384:15,191-24,021 (+)

transcriptional repressor (CDS_0025)
PD-Lambda-1_WP_005960421.1 (CDS_0024)2627 28
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IMGVR_UViG_3300045988 110034|3300045988\Ga0495776 167809:15,191-25,146 (+)
retron_type_VI_hth_cluster2_1 (CDS_0028)
transcriptional repressor (HDS 0027)
24 | 29 30

IMGVR_UViG_3300045988_065392|3300045988|Ga0495776_041943: 17,904-26,638 (+)

retron_type_VI_hth_cluster2_1 (CDS_0028)
24 27 [29 30
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IMGVR_UViG_3300007501_000108|3300007501|Ga0104994 _100640: 17,904-27,442 (+)
retron_type_VI_hth_cluster2_1 (CDS_0027)
transcriptional repressor (CDS_0026)
| 28 29
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IMGVR_UViG_3300023493 000319|3300023493|Ga0257031_100012|53922-91324: 17,904-27,122 (+)
retron_type_VI_hth_cluster2_1 (CDS_0030)
transcriptional repressor (CDS_0029)

ATPase (CDS_0024) 25 | 31 32
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ATPase (CDS_0024) 25
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ATPase (CDS_0024) 25
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ATPase (CDS_0023) 24
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MGV-GENOME-0256636:15,191-25,831 (+)
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uvig 410033:15,191-26,344 (+)
5000 nt {
DNA, RNA and nucleotide metabolism head and packaging lysis other tail transcriptionregulation unknown function defence (PADLOC) anti-defence (dbAPIS)
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