
SAMN06164410_a1_ct10927: 22,811-35,350 (+)

20 21 22

RuvC-like Holliday junction resolvase (CDS_0023)

24
MTase_II_00164 Type (CDS_0025)

26 27

oMTase_00024 orphan (CDS_0028)

29 30 31 32 33 34 35 36 37 38 39 40

MGV-GENOME-0253966: 23,231-34,277 (+)

24 25 27
oMTase_00024 orphan (CDS_0028)

29 30 31 32

IMGVR_UViG_3300045988_155397|3300045988|Ga0495776_127011: 23,169-33,539 (+)

26
oMTase_00024 orphan (CDS_0027)

DNA methyltransferase (CDS_0028)

29 3031 32

uvig_6237: 23,169-33,518 (+)

26
oMTase_00024 orphan (CDS_0027)

28 2930 31

OTU_2934: 22,867-30,048 (+)

26
27

28 29

MGV-GENOME-0250402: 24,195-33,928 (+)

24 27
28

29

uvig_71339: 23,180-41,077 (+)

25
tRNA splicing ligase (CDS_0026)

27 28 29 30 31 32
REase_II_00115 Type (CDS_0033)

oMTase_00024 orphan (CDS_0034)

35 36 37 44

uvig_339532: 24,306-33,460 (+)

2526 27

uvig_507355: 22,795-41,248 (+)

24
oMTase_00024 orphan (CDS_0025)

26 27 28 29 30 31 32 33 34 35 36 37 44

IMGVR_UViG_3300045988_176312|3300045988|Ga0495776_173249: 22,795-38,171 (+)

24
oMTase_00024 orphan (CDS_0025)

26 27 28 29 30 31 32 33

IMGVR_UViG_3300045988_169010|3300045988|Ga0495776_087405: 21,662-29,496 (+)

17 18 23
oMTase_00024 orphan (CDS_0026)

27 28 29

uvig_505078: 21,718-30,420 (+)

18 23 28

MGV-GENOME-0246384: 21,546-33,017 (+)

17 18 23
tRNA-Ala(GGC)

24 25 26 27 28

IMGVR_UViG_3300045988_136235|3300045988|Ga0495776_018186: 23,988-33,862 (+)

25

PDC-M30B_WP_013406987.1 (CDS_0026)

27
28

29 30 35 37

MGV-GENOME-0246397: 23,988-33,862 (+)

25

PDC-M30B_WP_013406987.1 (CDS_0026)

27
28

29 30 35

IMGVR_UViG_3300045988_122851|3300045988|Ga0495776_015148: 23,988-33,898 (+)

25

PDC-M30B_WP_013406987.1 (CDS_0026)

27
28

29 30

uvig_522921: 23,302-33,628 (+)

22 25 26 27 28 29

MGV-GENOME-4412910: 23,302-32,717 (+)

24 25 26 27 28

IMGVR_UViG_3300045988_164762|3300045988|Ga0495776_018200: 23,227-33,086 (+)

27 28 29 33 36

MGV-GENOME-0244437: 23,317-33,044 (+)

26 27 34

uvig_509887: 23,387-34,515 (+)

27 28
29

30 31 32
33

34 35

IMGVR_UViG_3300045988_173505|3300045988|Ga0495776_017514: 22,638-32,600 (+)

24 25 26 31

7000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC) tRNA


