
IMGVR_UViG_2740892340_000001|2740892340|2740975404|92-47420: 34,880-41,956 (+)

40
Erf-like ssDNA annealing protein (CDS_0041)

42 43 44
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0045)

46 MTase_II_00058 Type (CDS_0047)
membrane protein (CDS_0048)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0050)

51 52 53
RusA-like Holliday junction resolvase (CDS_0054)

55

IMGVR_UViG_2740892339_000005|2740892339|2740975336|82-35707: 24,802-30,833 (+)

34 MTase_II_00058 Type (CDS_0035) 41

NC_031915.1: 27,515-33,667 (+)

39
DNA methyltransferase (CDS_0040)

42

IMGVR_UViG_2531839085_000001|2531839085|2531856577|10398-47220: 27,105-33,899 (+)

MTase_II_00058 Type (CDS_0041) 43 48 49 50

IMGVR_UViG_2512564060_000002|2512564060|2512571839|44121-81554: 27,712-34,507 (+)

40 47

TemPhD_cluster_33348: 28,072-34,149 (+)

41 46

HF563658.1: 27,020-32,909 (+)

DNA methyltransferase (CDS_0037)
replication terminator (CDS_0039)

40

IMGVR_UViG_2671180570_000002|2671180570|2671246894|2-35274: 24,724-30,947 (+)

DNA methyltransferase (CDS_0032)

IMGVR_UViG_2657245572_000001|2657245572|2657314660: 27,491-33,380 (+)

DNA methyltransferase (CDS_0037)

IMGVR_UViG_2724679502_000001|2724679502|2724737939: 27,610-33,834 (+)

MTase_II_00072 Type (CDS_0036)DNA methyltransferase (CDS_0037)

IMGVR_UViG_2751185396_000001|2751185396|2751196703: 29,382-35,622 (+)

40
DNA binding protein (CDS_0042)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0043)

IMGVR_UViG_2602041593_000005|2602041593|2602056615|1-38227: 26,756-33,522 (+)

DNA binding protein (CDS_0038)RM_Type_II__Type_II_MTases_FAM_3 (CDS_0039)

IMGVR_UViG_2531839414_000004|2531839414|2531896321|305505-344881: 28,512-35,284 (+)

DNA methyltransferase (CDS_0038)
DNA binding protein (CDS_0040)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0041)

2000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


