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OTU_424:57,564-61,630 (+)
87 92 93

OTU_612:57,513-61,744 (+)

— E— ——
SRS146894 _al ct23923:56,549-61,681 (+)

MGV-GENOME-0345438:56,879-61,185 (+)
91 92 94

— S R —
IMGVR_UViG_3300008283 000002|3300008283|Ga0110914_100083: 57,023-62,331 (+)
89 90 97

é

TemPhD_cluster_16765:55,947-61,525 (+)
91 92 95

IMGVR_UViG_3300008406_000003|3300008406|Ga0115224_1000163:56,974-61,824 (+)
90 91 93 94

—— E——
SRR7892448 NODE 3 _length_71731 cov_41.036442:58,123-62,437 (+)
84 91 92 93

IMGVR_UViG_3300009965_000003|3300009965|Ga0133741_100004: 55,905-60,780 (+)

SAMN11031311_a1_ct3216:55,968-60,582 (+)
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w

I B E——
SRS143850_a1_ct45595_vs1:37,071-40,769 (+)
2000 nt i

unknown function
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