HNH endonuclease (CDS_0035)
kinase
24 25 26 27 28 29 30 31 32 33 34 36 |

5
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IMGVR_UViG_3300045988_071496|3300045988|Ga0495776_010962:19,397-25,937 (+)

29 HNH endonuclease (CDS_0034)

e UL OO Lo
IMGVR_UViG_3300029488_000021|3300029488|Ga0244072_100966:19,337-25,877 (+)

25 26 27 28 29 30
1 — I I I N E—
uvig_257295:19,845-26,228 (+)

26 27 capH (CDS_0028) 30 34
I 1 S I
MGV-GENOME-0223607:19,769-26,230 (+)

23 capH (CDS_0025) 27 34 kinase (CDS_0035)
I I I I I A

MGV-GENOME-0204336: 16,448-23,498 (+)
27 capH (CDS_0028)
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o
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IMGVR_UViG_3300045988 103082|3300045988\Ga0495776 004301: 19,769-26,230 (+)
retron_type_VI_hth, &usterZ_l (CDS_0027)
PDC-M69A_WP_216276383.1 (CDS_0026) 29

—— —
IMGVR_UViG_3300045988_123185|3300045988|Ga0495776_004139:20,098-25,681 (+)

retron_type_VI_hth_cluster2_1 (CDS_0025)
26 27

S ——
SAMEA1906520_al ct95268 vs1:24,343-29,896 (+)

transcriptional repressor (CDS_0026)
25 capH (CDS_0027)

‘ g#

I —_—— | N
TemPhD_cluster_63125_:20,143-26,360 (+)
Retron_RT _Tot_10 (CDS_0018) holin (CDS_0021) retron_type_VI_hth_cluster2_1 (CDS_0025)

16 17 19 20 22 PDC-M69A WP_216276383.1 (CDS_0024)

IMGVR_UViG_3300006168_000063|3300006168|Ga0080700_1000419: 14,280-24,888 (+)
4000 nt i

DNA, RNA and nucleotide metabolism integration and excision lysis other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) tRNA
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