PDC-M69A_WP_216276383.1 (CDS_0028)

distal tail protein Dit (CDS_0013) holin (CDS_0022) retron_type_VI hth _cluster2_1 (CDS_0029)
virion structural protein (CDS_0014) Retron_RT_Tot_10 (CDS_0019) endolysin (CDS_0024) tRNA-Ala(GGC)
12 | 15 16 17 18 2021 | 23 25 26 | 27 303132 3334

L e ——————————————— e ] I
IMGVR_UViG_3300045988_115854|3300045988|Ga0495776_165430: 7,564-26,924 (+)
holin (CDS_0022)
Retron_RT_Tot_10 (CDS_0019) endolysin (CDS_0024)
18 2021 | 23 25 26

MGV-GENOME-0276790:7,564-26,458 (+)
Retron__RT_Tot_10 (CDS_0018)

holin (CDS_0021)

19 20 22

15 17

23 26 27

|
!
.
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|

IMGVR_UViG_2866210365_000001|2866210365|2866210365|195294-226416: 7,576-24,460 (+)
Retron_RT_Tot_10 (CDS_0018)

holin (CDS_0021)

1920 22

17

é
|
'
I.

e B
IMGVR_UViG_3300006168_000063|3300006168|Ga0080700_1000419: 7,564-24,302 (+)

Retron_RT _Tot_10 (CDS_0020)
holin (CDS_0023) capH (CDS_0029)
15 19 21 22T 24 25 27 28 31

i
|
|

IMGVR_UViG_3300006568_000005|3300006568|Ga0100215_100891: 7,564-24,835 (+)
Retron_RT_Tot_10 (CDS_0019)
holin (CDS_0022)
amidase (CDS_0023)
18 20 21 | 24

|
-
1

IMGVR_UViG_3300045988_103082|3300045988|Ga0495776_004301: 7,564-24,852 (+)
holin (CDS_0019)
1011 16 1718 20 21

MGV-GENOME-0204336: 6,876-21,432 (+)

retron_type_VI_hth_cluster2_1 (CDS_0018)
19 20 26

% —
|

MGV-GENOME-0188811:7,564-20,067 (+)
retron_type_VI_hth_cluster2_1 (CDS_0016)
14 17 18

I
—
I

MGV-GENOME-0182722:6,888-19,443 (+)

MGV-GENOME-0224467:7,576-18,401 (+)

MGV-GENOME-0169300: 6,876-17,025 (+)
DNA topoisomerase |l large subunit (CDS_0020)

DNA polymerase processivity factor (CDS_0018) DNA topoisomerase |l (CDS_0021)
16 17 mads_3 (CDS_0019) I 22 23
[y, S, T, N S gy B T g — iy G g W) WD gy

SAMEA1906520_a1_ct95268_vs1:6,876-28,878 (+)
Retron_RT_Tot_10 (CDS_0019)
holin (CDS_0022)
15 18 2021 23 26 27 30

e s s W W E—
uvig 231381:6,884-23,660 (+)

holin (CDS_0021)
18 19 20 | amidase (CDS_0022)

I
MGVR_UViG_3300029488_000021|3300029488|Ga0244072_100966: 6,884-23,600 (+)
Retron_RT _Tot_10 (CDS_0018)
holin (CDS_0021)

17 19 20Tamidase (CDS_0022)
— 1 %} —
IMGVR_UViG_3300045988_099601|3300045988|Ga0495776_167402:7,564-24,005 (+)
16 17 118 19

I
uvig_168013:6,876-21,568 (+)
16 17 18

I
MGV-GENOME-0206752:6,876-19,492 (+)
8000 nt {
DNA, RNA and nucleotide metabolism head and packaging lysis tail unknown function defence (DefenseFinder) defence (PADLOC) tRNA
L I I | I




