
IMGVR_UViG_3300045988_071496|3300045988|Ga0495776_010962: 22,539-29,041 (+)
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anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0041)

IMGVR_UViG_3300029488_000021|3300029488|Ga0244072_100966: 22,479-28,982 (+)

HNH endonuclease (CDS_0034)

IMGVR_UViG_3300045988_103082|3300045988|Ga0495776_004301: 23,166-29,702 (+)
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MGV-GENOME-0204336: 19,746-26,282 (+)

31 HNH endonuclease (CDS_0032)

IMGVR_UViG_3300006168_000063|3300006168|Ga0080700_1000419: 22,875-29,376 (+)
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MGV-GENOME-0188811: 18,831-25,036 (+)
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2000 nt

DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (PADLOC) anti-defence (dbAPIS)


