
TemPhD_cluster_43907: 21,682-30,290 (+)

tail fiber protein
tail fiber protein (CDS_0026)

27 28 baseplate protein (CDS_0029) 30
MokW-like host killing (CDS_0031)

32 33

transcriptional regulator (CDS_0034)
transcriptional regulator (CDS_0035)

36 37 38 39 40

TemPhD_cluster_13780: 22,168-30,775 (+)

32

IMGVR_UViG_2703718824_000019|2703718824|2703741716|100225-132574: 21,682-29,919 (+)

31 33

IMGVR_UViG_2537562189_000010|2537562189|2537633007|753563-785910: 19,819-29,296 (+)

tail fiber protein (CDS_0026) 31 32

TemPhD_cluster_51837: 19,631-30,341 (+)

30 32

TemPhD_cluster_62639_: 19,631-31,033 (+)

30

TemPhD_cluster_43723: 22,299-31,673 (+)

33 34

TemPhD_cluster_28255: 22,168-31,426 (+)

32 33

SAMEA2579970_a1_ct23590_vs1: 22,290-32,475 (+)

32 33

TemPhD_cluster_33577: 21,607-30,620 (+)

31 36

TemPhD_cluster_51853: 21,850-30,203 (+)

31

TemPhD_cluster_62912_: 22,168-30,876 (+)

32 38 40

MGV-GENOME-0212193: 19,051-27,709 (+)

tail protein (CDS_0024) baseplate protein (CDS_0029)

IMGVR_UViG_2667527789_000014|2667527789|2667565262|1-34527: 22,298-32,078 (+)

34 MazEF__MazE (CDS_0035) 40

TemPhD_cluster_51540: 22,353-32,095 (+)

32 33

IMGVR_UViG_2579778804_000007|2579778804|2579817695|5066-39260: 21,506-29,599 (+)

integrase (CDS_0031) 32
transcriptional regulator (CDS_0033)

34 35

4000 nt

integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder)


