single strand annealing protein (CDS_0035)
nucleotide kinase (CDS_0036)

37 38

33 34 39 40 41

31 DNA polymerase (CDS_0032)

I N S I
SRS049392_al ct10881:26,475-33,267 (+)
nucleotide kinase (CDS_0035)

- e R N ——
SAMEA2737922 b1 _ct3:26,465-33 224( )

36 nucleotide kinase (CDS_0037)

BN N U S
MGV-GENOME-0283782: 26,454-33,545 (+)
nucleotide kinase (CDS_0034)

C R e —— ——— — —— ]
SRSO43018 al ct24019:26,479-33, 341( )

35 nucleotide kinase (CDS_0036)

| L 1 = =8 8 |
MGV-GENOME-0284865: 26,459-33,747 (+)
35 nucleotide kinase (CDS_0036)

— - e R S ——
SAMEA2737923_b1_ct5:26,469-33,763 (+)

30 nucleotide kinase (CDS_0035)
& o« PO TDD

MGV-GENOME-0280831:25,881-32,990 (+)
36 nucleotide kinase (CDS_0037)

| O S —
MGV-GENOME-0244562: 26,454-33,545 (+)
27 28 32 nucleotide kinase (CDS_0035)

MGV-GENOME-0282458: 24,396 33,046 (+)

[ 3000 nt i

DNA, RNA and nucleotide metabolism other unknown function
I




