
Mycobacterium_phage_Blinn1: 20,738-29,118 (+)
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thymidylate synthase (CDS_0037)
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sigma-K factor (CDS_0042)
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Mycobacterium_phage_Jordennis: 20,272-28,743 (+)

34

NC_054781.1: 20,307-28,781 (+)
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NC_054780.1: 19,930-29,242 (+)
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Mycobacterium_phage_Zulu: 22,269-29,969 (+)

RNA ligase (CDS_0035)
ribonucleoside reductase class II (CDS_0036)

HEase_00033 homing (CDS_0037) 39 phosphofructokinase (CDS_0043)

Mycobacterium_phage_WunderPhul: 21,915-29,588 (+)

31 ribonucleoside reductase class II (CDS_0035) HEase_00033 homing (CDS_0036)

Mycobacterium_phage_Hexamo: 21,933-29,615 (+)

ribonucleoside reductase class II (CDS_0035) HEase_00033 homing (CDS_0036)
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DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (PADLOC)


