HEase_00016 homing (CDS_0020) exonuclease (CDS_0029)
16 17 18 19 21 22 23 24 2526 27 28 30 31 32 33 34

— 1 — — Tk B — ]
IMGVR_UViG_3300045988_025970|3300045988|Ga0495776_019471:16,812-30,402 (+)
23 24 2526 29

I S E—
MGV-GENOME-0284652:16,812-30,402 (+)

exonuclease (CDS_0025)
14 15 17 18 22 26 28

E

MGV-GENOME-0286300: 11,686-29,839 (+)
virion structural protein (CDS_0013) 20 22 24 25

?

—— —— I E—
MGV-GENOME-0274065: 9,863-25,925 (+)

HEase_00016 homing (CDS_0022)

17 18 19 232425 26 2728 33
— W& ——§ T — ] ——
IMGVR_UViG_3300045988_023115|3300045988|Ga0495776_014065: 16,886-30,743 (+)
2324 25 2627
—— W —— —— W —— ] ———
uvig 297687:16,941-30,743 (+)
17 2324 25 2627
——

I E—— U W S R S——  ——
IMGVR_UViG_3300045988_008240|3300045988|Ga0495776_020379:16,985-31,070 (+)
17 18 2425 26 2728 33

I N N B B DD B B S N E——
IMGVR_UVIG_3300045988_026267|3300045988|Ga0495776_139690: 16,862-30.419 (+)
2425 26 2728

| |
MGV-GENOME-0287531:16,862-29,886 (+)
25 27 28 29 3031 HEase_00016 homing (CDS_0035)

I S —— -_—
IMGVR_UViG_3300045988_024522|3300045988|Ga0495776_134353:25,470-35,070 (+)

17 18 19 20 24 25 26 2728
——— — B — — T —— ‘| e ——
uvig 312031:16,884-31,416 (+)
19 2324 25 2627 33

E

uvig_235803: 15,974-33,145 (+)
2324 25 2627 28

e
uvig 214956:16,895-34,353 (+)
22 23 24 25 26

E

S . S — —— ——
IMGVR_UViG_3300045988_005471|3300045988|Ga0495776_020673:10,834-30,535 (+)

20 21 2526 27 28 29 34 35

i

uvig_242465:17,472-34,070 (+)
HEase_00016 homing (CDS_0021)
17 2324 25 26 27

%

uvig_253624:16,863-29,586 (+)

2324 25 26 27 32

S e — " T W . . ———  —— I R E—
IMGVR_UViG_3300029554_000022|3300029554|Ga0245041_100408: 16,962-31,663 (+)

17 2122 23 2425
— ——— ——— — ———  — —  — ———  —— T —— " — ] _—
IMGVR_UViG_3300045988_032438|3300045988|Ga0495776_135939:10,785-25,361 (+)

17 2223 24 2526 32 33

I E— . . S —— I . —

MGV-GENOME-0278130: 10,733-28,968 (+)
18 19 232425 26 27 28
— T E— E——— ——— . |

e S  ——— — ——
IMGVR_UViG_3300045988_032759|3300045988|Ga0495776_098031: 12,009-32,568 (+)
232425 26 27 28

E

MGV-GENOME-0297347:12,009-32,568 (+)
2324 25 26 27

I S B NN S D S S R I S ——
IMGVR_UViG_3300045988 035159|3300045988|Ga0495776 014491:16,888-32,226 (+)
2223 24 25 exonuclease (CDS_0028)

E
|

[ — —— . . . E———
MGV-GENOME-0287974:10,701-31,528 (+)

2223

E
l
i

IMGVR_UVIG_3300045988_021922|3300045988|Ga0495776_002559: 10,701-30,109 (+)
19 20 2526 27 28

%

MGV-GENOME-0293061:17,485-31,638 (+)

222324 25
;g ;| | I | ;g || N S
MGV-GENOME-0290006: 10,732-30,084 (+)
2324 25 26
N B N BN S E— I
IMGVR_UViG_3300029881_000020|3300029881|Ga0245307_1000867:21,206-29,879 (+)
17 2223 HNH endonuclease (CDS_0024) Holliday junction resolvase

| A . - I s
IMGVR_UViG_3300000287_000005|3300000287|EM272_1000399: 10,837-29,527 (+)

22 23 2425 26 32

E

MGV-GENOME-0292749:10,787-31,197 (+)
20 24 25 2627

I . E—— T . S—
IMGVR_UViG_3300045988_015264[3300045988|Ga0495776_132593:16,898-31,597 (+)

uvig_195174:17,434-35,051 (+)
2526 27 28

—
IMGVR_UViG_3300045988_015610|3300045988|Ga0495776_006759: 17,489-35,051 (+)

16 17 28324 25 26 27
T S R — . - . E——— —— ——
MGV-GENOME-0302985: 16,875-33,230 (+)
16 2223 24 25 26
— o —— — — —— — — —————— @& — ;49— ———— 1 ——
uvig 99634:16,875-33,175 (+)
17 18 2324 25 26

i

[ - I
IMGVR_UViG_3300045988_037199|3300045988|Ga0495776_020458: 16,941-30,591 (+)
2324 25 26

E

I — S . E——— | E—— e —
uvig_23814:16,941-31,501 (+)

23 24 phosphoadenosine phosphosulfate reductase (CDS_0025)

| L 1 1 1 | I N S
MGV-GENOME-0287677:16,644-31,117 (+)
HEase_00016 homing (CDS_0025)
T 26 2829 30 31 32
[ 0 Ve, S B, W, B gy S, D 0 D W

- —
uvig_825229:24,665-35,377 (+)
24 25 26 27

-
MGV-GENOME-0263682:16,362-26,546 (+)
19 2526 27 28 29

S R e EE— W T . S —  E— — e ————
uvig_236995:17,679-34,354 (+)

2425 26 27 28

[ ——
IMGVR_UViG_3300045988_016625|3300045988|Ga0495776_006680: 24,854-34,462 (+)
19 endolysin (CDS_0021) 2526 27 28 29

S IS S DR [ S S S — E— E—
IMGVR_UViG_3300045988_025939|3300045988|Ga0495776_015495:17,411-32,276 (+)

13 15 2122 23 24 25
I — S . S E— — ]
MGV-GENOME-0261781:10,236-25,738 (+)
17 2223 24 2526 27 35

E

uvig_567433:10,724-31,179 (+)
HEase_00016 homing (CDS_0020)
16 2223 24 25

I
MGV-GENOME-0281091:9,847-26,425 (+)
16 HEase_00016 homing (CDS_0020)

e N N N Se—  E——
IMGVR_UViG_3300045988 035721|3300045988|Ga0495776_112573:9,847-26,425 (+)

21

I O ——
MGV-GENOME-0293386: 9,858-29,094 (+)
HEase_00016 homing (CDS_0022)
17 20 | HEase_00016 homing (CDS_0023)

IMGVR_UViG_3300045988_039909|3300045988|Ga0495776_139879:10,701-27,637 (+)
18 22 2324 25 26 2728

I
MGV-GENOME-0292095:9,898-31,459 (+)

17 23 24 25RM _Type_ll_Type_Il_MTases_FAM_2 (CDS_0026)
I e S R— | —— — | —— I S E—
IMGVR_UViG_3300045988_029643|3300045988|Ga0495776_014040: 16,980-31,111 (+)
18 24252627 28
S, S T s e v WL, B U E—" S N - —

MGV-GENOME-0292946:17,481-31,496 (+)
24252627 28

L ———————
uvig_226700: 17,481-30,963 (+)
17 2324 2526 27

e E— R [ . S —  — " E——
IMGVR_UViG_3300045988 044531|3300045988|Ga0495776_012860: 16,635-30,877 (+)

23242526 27

— — — —§F T ——— 1 . EEEEE—
OTU_1419:16,579-30,919 (+)

15 17 18 22 23 24

——————————— — —— —— —— ———— —— ] -_—
uvig 223620:10,736-27,215 (+)
22 23 24
- I —— I S —
IMGVR_UViG_3300045988_020918|3300045988|Ga0495776_139584: 10,736-29,193 (+)
endolysin (CDS_0021) 25 26 27 28

S E—, N N, P W0 Vg /0y I O, D N W

L L1 | N ——
IMGVR_UVIG_3300045988_029688|3300045988|Ga0495776.015479: 18,382-32,846 (+)
23242526 27 30

E

uvig_157184:17,034-31,330 (+)

17 22 2324
— — T — — I S —
MGV-GENOME-0274757:10,754-28,467 (+)
22 2324

E

—— E— . — — I . —
uvig 312827:10,724-28,367 (+)

22232425

uvig_463143:10,724-28,713 (+)
HEase_00016 homing (CDS_0019) 23 2425

I e I S—— . — —
IMGVR_UViG_3300030320_000014/3300030320|Ga0244994_101011: 16,875-29,109 (+)
16 1718

I —— S N — — I S —
uvig_229789:10,998-22,561 (+)

22 2324

i

uvig_247553:16,707-29,355 (+)
22 2324

I R — — —
IMGVR_UViG_3300029996_000027|3300029996|Ga0245029_100676:16,707-29,017 (+)
22 2324

I — S R— - — —— e ——
MGV-GENOME-0276382: 16,707-28,506 (+)

22 2324

E

uvig_132515:10,593-28,522 (+)

20 23 2425
I E— S . — —  ——
uvig_225256:17,035-30,262 (+)
23 2425

?

—— — —
IMGVR_UViG_3300045988_019668|3300045988|Ga0495776_094848: 16,862-30,114 (+)
22 2324

i

[ [
IMGVR_UViG_3300045988_038616|3300045988|Ga0495776_187640: 16,488-29,267 (+)

23 2425 31
—— E— . . E— — I R —
MGV-GENOME-0275716:10,844-28,442 (+)
21222324 31

é

— S — S — — N EE— —
uvig_18431:9,712-28,836 (+)

21222324
— ] — —— ] — — —— ———————
IMGVR_UViG_3300045988_027627|3300045988|Ga0495776_027991:9,712-28,858 (+)
22232425
— — 1 — —— —— ] — —— |
uvig_86901: 10,390-28,946 (+)
16 17 22232425

E

S S - E— & |
MGV-GENOME-0279805: 10,591-28,836 (+)

SspD_00001 SspD (CDS_0024)
212223 25

s SRS D S— — N — E——
IMGVR_UViG_3300045988_031234|3300045988|Ga0495776_095143: 9,843-29,802 (+)

SspD_00001 SspD (CDS_0024)
212223 25

E

IMGVR_UViG_3300045988_037329|3300045988|Ga0495776_135816: 9,843-27,824 (+)
222324 25 26 27

E

IMGVR_UViG_3300045988_023003|3300045988|Ga0495776_019682: 10,726-27,905 (+)
222324 25 26 27

E

—— E— . S —— . E——
MGV-GENOME-0285912:10,726-27,905 (+)

222324 25 26 27

E

MGV-GENOME-0286080: 10,726-30,114 (+)
232425 26 27 28

E

MGV-GENOME-0290283: 10,844-30,519 (+)
222324 25 26 27

I R R— W T I E——— E— —— IS S E—
IMGVR_UViG_3300045988 015146|3300045988|Ga0495776_012719:10,725-30,399 (+)

222324 25 26

MGV-GENOME-0285149: 10,778-29,877 (+)
222324 25 26

— ———————————— ———— ]
IMGVR_UViG_3300045988_027568|3300045988|Ga0495776_019580: 10,778-29,877 (+)
18 24 2526

uvig_252231:16,750-29,016 (+)
23 2425 26

I —— R N E— R E— — — S E—— E— —
IMGVR_UViG_3300045988_025918|3300045988|Ga0495776_019717:16,810-29,857 (+)

tail length tape measure protein (CDS_0014) 21 2223 2425 26

E

MGV-GENOME-0286372:9,889-29,901 (+)
22 2324 25 26

i

uvig_309709:17,043-29,916 (+)
18 24 2526

i
!

—-—
IMGVR_UViG_3300045988_024653|3300045988|Ga0495776_097574:16,880-31,663 (+)
23 2425

%

— . — e
IMGVR_UViG_3300045988_033549|3300045988|Ga0495776_019482: 17,028-30,414 (+)

21 2223
— I S . — — e e—
MGV-GENOME-0266205: 9,848-28,049 (+)
18 22 2324
I ———— I — — " S E—

1 A
IMGVR _UViG_3300029483 000019|3300029483|Ga0244102_100658: 10,880-30,131 (+)
HEase_00016 homing (CDS_0023)

16 17 24 25
L e e T ——————— e ——— e B[] N
IMGVR UVIG_3300045988 021975|3300045988|Ga0495776_012718:11,231-30,190 (+)
18 22 23
el T ———————————————————— S~ e ———————— LB | | N

IMGVR_UViG_3300045988_037355|3300045988|Ga0495776_020503: 10,347-29,483 (+)
HEase_00016 homing (CDS_0028) 29

I (I — —
SRS142712_al ct2001 vs01:21,281-32,584 (+)

HEase_00016 homing (CDS_0023) 24

I L B | B |} - L
IMGVR_UViG_3300008737_000002|3300008737|Ga0113999_100198: 10,488-28,819 (+)
21
I N BN SN S — I

I m——=
IMGVR_UViG_3300023721_000006|3300023721|Ga0257062_100543: 9,912-27,979 (+)
HNH endonuclease (CDS_0022)
18 2324

I
uvig_184314:10,361-30,703 (+)
HEase_00016 homing (CDS_0021)

22 23 24
— e —— S BN SIS E—— ]
OTU_1553:9,912-30,320 (+)
20 21 22 28
e " E—— E—— I S —
IMGVR_UViG_3300029419_000008|3300029419|Ga0243913_100844: 9,849-29,359 (+)
20 21 22 23

%

IMGVR_UViG_3300029373_000012|3300029373|Ga0243914_100755: 9,849-29,474 (+)
20 21 22 23 28 29

%

uvig_442960_:9,849-29,406 (+)
21 22 23

— BT — —— I EE———
IMGVR_UViG_3300030439_000007|3300030439|Ga0238497_10004: 9,835-29,277 (+)

HEase_00016 homing (CDS_0023)
24 25

e T T L
IMGVR_UViG_3300045988_029038|3300045988|Ga0495776_015941:11,377-32,723 (+)
HEase_00016 homing (CDS_0023)24 25 30

E

uvig_328810:11,297-31,912 (+)
23 24 25

E

uvig 311598:11,298-32,089 (+)
HEase_00016 homing (CDS_0023)

24
— S S S, N T WA T ey WV W
MGV-GENOME-0287247:11,221-28,076 (+)
25 26
S S T S W v Wy U g I,V B WY/ B W S,
uvig 231782:17,172-33,011 (+)
23 24
— 1 ——— ¢ ——————————————— I — ——— " — i — i — | I . R —
MGV-GENOME-0297168:16,562-31,913 (+)
20 24 25
I R I R E— | W— S——— I . —
IMGVR_UViG_3300045988_048852|3300045988|Ga0495776_015940: 16,562-31,830 (+)
25 26
——— ———— — 1 — ——§ "B ] I —
uvig 231737:17,131-33,001 (+)
25 26

i
E

IMGVR_UViG_3300045988_029168|3300045988|Ga0495776_015580: 17,131-33,001 (+)-

i
g

—
IMGVR_UViG_3300045988_023666|3300045988|Ga0495776_012767:16,658-32,814 (+)

24
— — 1 ] —— ——§ ] N S S—
MGV-GENOME-0290617:16,658-33,063 (+)
17 23 24 25

uvig 242136: 16,586-32,790 (+)
18 23242526 27

E

MGV-GENOME-0289556: 11,241-30,954 (+)
17 19 23242526 27 28 MTase_lI_00172 Type (CDS_0035)

. e — S [ W S S E— — e B S w—
MGV-GENOME-0300339: 16,574-34,222 (+)

DNA methyltransferase (CDS_0022)
17 23 24 25 28 31

E

uvig 234048:10,720-29,820 (+)
23 24 25

i
E

MGV-GENOME-0302590: 16,887-33,414 (+)

HEase_00016 homing (CDS_0024)
17 18 20 21 25 26

— —
IMGVR_UViG_3300045988_024466|3300045988|Ga0495776_132604: 16,931-30,985 (+)
HEase_00016 homing (CDS_0023)24 25

I ————  E———— S  —— e ———
IMGVR_UViG_3300045988_034193|3300045988|Ga0495776_132267:16,931-30,971 (+)

HEase_00016 homing (CDS_0022)
17 18 “T23 24 25

—— R — S —— -—
uvig_198455:10,836-29.877 (+)

HEase_00016 homing (CDS_0022)
18 "T23 24 25

I
IMGVR_UViG_3300045988_012671[3300045988|Ga0495776_018635:10,836-29,877 (+)
8000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder)
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