replication initiation protein (CDS_0049) HNH endonuclease (CDS_0003)

50 DS-15_DS-15A (CDS_0001) 2 4 5 6 7 8 9 10 11 12 13
ot Lt L) PP r bt D
IMGVR_UVIG_3300029579_000013|3300029579|Ga0244893_100763: 33,769-35,870 (+); 1-6,254 (+)

7 8

IMGVR_UViG_3300045988_042892|3300045988|Ga0495776_100804: 1-6,254 (+)

S EE— — ey
Ma_2019_SRR413598 NODE 554 length_36315_cov_9.264727:34,214-36,315 (+); 1-6,624 (+)
4 6 7 8
I [ S — —— a——— |

IMGVR_UViG_3300045988_040201|3300045988|Ga0495776_126759: 1-6,245 (+)
4 5 7 8

s 1 — — I E—
uvig 595949:35,310-37,411 (+); 1-5,994 (+)
HNH endonuclease (CDS_0005)
4 7 8 9
S, O — WS W 5, 5 N gy W S gy U g W

uvig 248245:1-6,934 (+)
HNH endonuclease (CDS_0003) 4 5 6 8 9 10

IMGVR_UViG_3300045988_036368|3300045988|Ga0495776_042413: 1-6,570 (+)

46 3 4 S, 6 HNH endonuclease (CDS_0007)
I I L  m—— I | — I —
IMGVR_UViG_3300029783_000020|3300029783|Ga0243236_1000747: 33,845-36,528 (+); 1-6,695 (+)

3 4 5 6 HNH endonuclease (CDS_0007)
I I N 1 — I E—
IMGVR_UViG_3300045988_009937|3300045988|Ga0495776_014267:33,772-36,455 (+); 1-6,703 (+)
3 4 5 6 HNH endonuclease (CDS_0007)
[ ey I I I I
IMGVR_UViG_3300045988_016352|3300045988|Ga0495776_104254:1-6,781 (+)
3 4 6 7 8 10 11 12 13 14 15 16

IMGVR_UViG_3300045988_046067|3300045988|Ga0495776_110723:803-9,019 (+)
10 11 12 13 14 15 16

e . S E— | — —
MGV-GENOME-0266957:803-9,019 (+)

Lar anti-RM (APIS033) (CDS_0009)
membrane protein (CDS_0010)
11 12

HNH endonuclease (CDS_0003)

uvig 597537:1-7,948 (+)

MGV-GENOME-0251649:1-8,281 (+)
3000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)




