
MGV-GENOME-0128637: 1-12,410 (+)

1 2 3 4 5 6
tRNA-Phe(GAA)

7 8 9 10 11

SAMN10080890_a1_ct2457: 1-12,551 (+)

3 4 5

MGV-GENOME-0135726: 1-13,109 (+)

3 4 5 6 7

MGV-GENOME-0131444: 1-12,649 (+)

3 4 5 6

MGV-GENOME-0163245: 1-10,819 (+)

3 4

MGV-GENOME-0129858: 1-12,622 (+)

3 4 5 6 7 8

MGV-GENOME-0137144: 16,840-18,964 (+); 1-12,591 (+)

3 4 5 6 7 821 22 23 24

MGV-GENOME-0087400: 1-8,522 (+)

2

MGV-GENOME-0080937: 1-8,443 (+)

2

MGV-GENOME-0074598: 1-7,834 (+)

1

MGV-GENOME-0134357: 1-12,549 (+)

Retron_VI__HTH (CDS_0003)
4 5 6

MGV-GENOME-0132443: 1-12,840 (+)

Retron_VI__HTH (CDS_0003)
4 5 6

uvig_391395: 1-16,153 (+)

Retron_VI__HTH (CDS_0003)
4 5 6 7

DNA polymerase (CDS_0008)
9

IMGVR_UViG_3300045988_132294|3300045988|Ga0495776_161220: 1-12,411 (+)

Retron_VI__HTH (CDS_0003)4 5 6 7

uvig_269071: 1-11,676 (+)

Retron_VI__HTH (CDS_0003)4 5 6 7

MGV-GENOME-0125521: 1-12,047 (+)

3
Retron_VI__HTH (CDS_0004)

5 6 7

MGV-GENOME-0117916: 1-11,453 (+)

3
Retron_VI__HTH (CDS_0004)

5 6

MGV-GENOME-0127005: 1-11,775 (+)

3
Retron_VI__HTH (CDS_0004)

5 6 7

Rampelli_SM_30_NODE_486_length_23531_cov_3.888141: 1-17,404 (+)

Retron_VI__HTH (CDS_0003)
4 5 6 7 Cwp84 (VF0590) (CDS_0008)

endolysin (CDS_0009)
10

MGV-GENOME-0161238: 1-11,576 (+)

3
Retron_VI__HTH (CDS_0004)

5

MGV-GENOME-0139431: 1-13,189 (+)

Retron_VI__HTH (CDS_0003)
4 5 6 7

uvig_179760: 1-16,111 (+)

Retron_VI__HTH (CDS_0003)
4 5 6 7 8 9 guanylate kinase (CDS_0010)

uvig_276932: 16,758-18,808 (+); 1-12,777 (+)

Retron_VI__HTH (CDS_0003)
4 5 6 721

MGV-GENOME-0178731: 1-12,499 (+)

3
Retron_VI__HTH (CDS_0004)

5 6

IMGVR_UViG_2846171839_000004|2846171839|2846171861|2-18717: 1-13,018 (+)

3
Retron_VI__HTH (CDS_0004)

5 6 7 8

MGV-GENOME-0161945: 1-12,860 (+)

3
Retron_VI__HTH (CDS_0004)

5 6 7 8 toxin-antitoxin system HicB-like (CDS_0009)

MGV-GENOME-0133108: 1-12,823 (+)

Retron_VI__HTH (CDS_0003)
4 5 6 7

MGV-GENOME-0175525: 1-12,852 (+)

Retron_VI__HTH (CDS_0003)
4 5 6 7 8

MGV-GENOME-0129072: 1-12,725 (+)

Retron_VI__HTH (CDS_0003)
4 5 6 7 12

MGV-GENOME-0141993: 1-12,203 (+)

Retron_VI__HTH (CDS_0003)
4 5 6 7

MGV-GENOME-0128456: 1-12,669 (+)

3
Retron_VI__HTH (CDS_0004)

5 6 7 8

toxin-antitoxin system HicB-like (CDS_0009)

10

uvig_22612: 1-18,294 (+)

Retron_VI__HTH (CDS_0003)
4 5 6 7 8

NimIJ-NCBIFAM NimIJ family nitroimidazole resistance protein (NF000262.1) (CDS_0009)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0010)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0011)

HitABC (VF0268) (CDS_0012) 13

uvig_11517: 1-14,134 (+)

Retron_VI__HTH (CDS_0003)
4 5 6 7 8 9 10

MGV-GENOME-0131742: 16,223-18,382 (+); 1-12,764 (+)

Retron_VI__HTH (CDS_0003)
4 5 6 719 20

uvig_448599: 16,163-18,358 (+); 1-12,707 (+)

Retron_VI__HTH (CDS_0003)
4 5 6

MGV-GENOME-0130867: 16,037-18,282 (+); 1-12,574 (+)

Retron_VI__HTH (CDS_0003)
4 5 6

MGV-GENOME-0132103: 16,246-18,420 (+); 1-12,813 (+)

3 4 5 6 11

MGV-GENOME-0131497: 16,182-18,356 (+); 1-12,749 (+)

3 4 5

7000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) virulence (VFDB) AMR (AMRFinderPlus)

tRNA pseudogene


