retron_type_VI_hth_cluster2_1 (CDS_0053)
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IMGVR_UViG_3300045988 076565|3300045988|Ga0495776_173367:31,662-38,486 (+)
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MGV-GENOME-0300797:31,257-38,080 (+)
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uvig_284441:37,013-43,836 (+)
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uvig_332938:26,692-33,679 (+)
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IMGVR_UViG_3300045988_093034|3300045988|Ga0495776_147919:32,068-38,502 (+)
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MGV-GENOME-0296624:37,123-43,047 (+)
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MGV-GENOME-0272046:32,953-37,945 (+)
DNA primase (CDS_0049) Lar anti-RM (APIS033) (CDS_0057)
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uvig_451531:34,589-41,592 (+)
51 52 53
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IMGVR_UViG_3300029120_000023|3300029120|Ga0168814_100427:35,818-41,861 (+)
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MGV-GENOME-0284164:31,076-37,119 (+)

50 57 58 59 60

e — e wn —
uvig 520893:36,537-42,383 (+)
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uvig 248031:36,947-42,987 (+)

MGV-GENOME-0288201: 35,737-39,230 (+)
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IMGVR_UViG_3300029491_000278|3300029491|Ga0244091 100323|13159-54164:31,671-37,448 (+)
48 50
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MGV-GENOME-0301195: 30,464-35,240 (+)
oMTase_00015 orphan (CDS_0057)
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SRS078176_al_ct11877:36,697-42,961 (+)
oMTase_00015 orphan (CDS_0057)
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IMGVR_UViG_3300045988_049297|3300045988|Ga0495776_015518:36,790-43,054 (+)
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DNA, RNA and nucleotide metabolism unknown function defence (PADLOC) anti-defence (dbAPIS)




