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IMGVR_UVIG_3300045988_093034|3300045988|Ga0495776_147919: 7,814-19,147 (+)
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IMGVR_UVIG_3300045988_076565|3300045988|Ga0495776_173367: 7,803-18,905 (+)
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IMGVR_UViG_3300045988_075659|3300045988|Ga0495776_070985: 7,802-19,928 (+)
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MGV-GENOME-0265138:7,806-20,217 (+)
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IMGVR_UViG_3300029491_000278|3300029491|Ga0244091_100323[13159-54164:7,806-20,691 (+)
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MGV-GENOME-0284164:7,814-19,044 (+)
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MGV-GENOME-0301195:7,806-20,409 (+)
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uvig 520893:7,814-24,320 (+)
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uvig 284441:7,803-24,256 (+)
amidase (CDS_0022) PDC-M69A WP_216276383.1 (CDS_0027)
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uvig_330322:7,877-25,690 (+)
amidase (CDS_0022)
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MGV-GENOME-0296624:7,877-25,317 (+)

amidase (CDS_0022) DNA polymerase (CDS_0031)
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MGV-GENOME-0272046:7,866-27,079 (+)
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