DNA helicase (CDS_0011)
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Station201_MES_ALL assembly_NODE _3325_length_17004_cov_44.675438:7,233-17,002 (+)
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Station206_SUR_ALL_assembly_NODE_3983_length_15704_cov_148.224743:7,078-15,702 (+)
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Station209_SUR_ALL _assembly_ NODE_6056_length_15018 _cov_143.052195:7,149-15,016 (+)
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Station205_MES_ALL_assembly NODE_4096_length_14942 cov_129.614966:7,149-14,940 (+)
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Stat|0n193 _SUR_ALL_assembly_ NODE_2605_length_17881_cov._! 168 372097 7.577-17,879 (+)
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Station208_SUR_ALL _assembly_ NODE_2522_length_17780_cov_81.538618:7,078-17,778 (+)
16

Station191_SUR_ALL _assembly_ NODE_2282_length_15877_cov_185.743332:7,517-15,875 (+)
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Station180_SUR ALL assembly NODE_7471_length_16202_cov_13.493776:7,577-16,200 (+)
14 16 DNA helicase (CDS_0017) protease
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Station64_MES_COMBINED_FINAL_NODE_3571_length_16546_cov_24.203747:7,152-16,408 (+)

10  DNA helicase (CDS_0011) 16 17 18 19 20 21

Station85_DCM_COMBINED_FINAL_NODE_2401_length_18028_cov_145.320703:7,122-18,026 (+)
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Station85_SUR_COMBINED_FINAL_NODE_2004_length_17881_cov_52.530517:7,122-17,879 (+)
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Stat|0n85 MES_COMBINED_FINAL_NODE_2467_length 18505_cov. 8996477 7,122-18,503 (+)
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Station82_DCM_COMBINED_FINAL_NODE_2371_length_17107_cov_51.550844: 12,784-17,105 (+)
23 24 25
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Station206_MES_ALL assembly NODE 5277 length 17072 cov_10.567726:12,797-17,070 (+)

28 30

[
| 1783 length _cov_50. 122, ,226 (+)
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_ B _cov._ I 681 (+)
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Station168_1ZZ_ALL assembly NODE 6151 length 17833 _cov_76.690123: 6-4,624 (-)
10 4 3 2 1
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Station194_DCM_ALL_assembly_ NODE_3006_length_18328_cov_66.910962: 13,541-18,326 (+)
10 5 3 2 1
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Station189 MES_ALL _assembly NODE_4242 length 19174 cov_577. 664784 55-4,849 (-)
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DNA, RNA and nucleotide metabolism other unknown function
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