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4 5 primase (CDS_0006) 7

Station188_SUR_ALL_assembly_NODE_3219_length_19759_cov_20.986196: 134-6,192 (+)
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Station64_MES_COMBINED_FINAL_NODE_2966_length_18867_cov_6.984372:12,912-18,867 (-)

19 18 17

Station209_SUR_ALL assembly NODE_6139_length_14855_cov_96.211149:9,186-14,854 (-)
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Station201_SUR_ALL _assembly_NODE_6142_length_11718_cov_97.010803: 3-5,323 (+)
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Station201_DCM_ALL assembly NODE 6997 length 11511 cov_64.362867:6,226-11,511 (-)
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Station201_DCM_ALL assembly_ NODE_6082_length_12656_cov_50.919054: 1-5442 (+)

l

Station82_SUR_COMBINED_FINAL_NODE_3664_length_11797_cov_11.655595: 1-5,099 (+)
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Station210_SUR_ALL _assembly_ NODE_7728 length_15727_cov_14.905436: 1-6,106 (+)

1 2 DNA helicase (CDS_0003) DNA helicase
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Station196_SUR_ALL assembly NODE_2396 _length_19238 cov_76.993432:2-7,826 (+)
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Station189_MES_ALL_assembly_ NODE_4242_length_19174_cov_577.664784:12,592-19,172 (-)
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Station163_SUR_ALL assembly NODE_1855 length 19132 cov_27.397652:11,797-19,130 (-)
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Station168_IZZ_ALL _assembly NODE_5745_length_18755_cov_67.101337:1-6,962 (+)
protease (CDS_0023)

Station64_MES_COMBINED_FINAL_NODE_3571_length_16546_cov_24.203747:12,598-16,545 (+)
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Station210_MES_ALL_assembly_ NODE_4727 length_15374 _cov_752.137019: 10,715-15,372 (-)
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Station25_DCM_ALL _assembly NODE_1192 length_19444 cov_3.897468:3-7,809 (+)
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Station194_DCM_ALL_assembly_ NODE_3006_length_18328_cov_66.910962:1-5,918 (+)
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Station206_MES_ALL _assembly NODE_3848_length_21609_cov_39.156955: 9,634-21,607 (-)
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Station189_MES_ALL assembly NODE_4026_length_19898_cov_59.195535:1-11,752 (+)
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Station193_SUR_ALL _assembly_NODE_1659_length_23745_cov_89.985564: 2-13,458 (+)
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Station191_SUR_ALL _assembly_ NODE_1220_length_23054_cov_26.947432:9,597-23,053 (-)
19 18 17 16

Station201_MES_ALL assembly NODE_3150_length_17538 _cov_28.454613:7,215-17,536 (-)
tail fiber adhesin (CDS_0001)
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Station194_DCM_ALL assembly NODE_1783_length_26273_cov_50.115302: 1-14,949 (+)
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Station180_ZZZ_ALL _assembly_NODE_4087_length_17537_cov_54.839778:5,715-17,535 (+)
14 15 16
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Station175_ZZ7 ALL assembly NODE_3333_length_16338_cov_31.140637:5,216-16,336 (+)
DS-4__DS-4C (CDS_0003)
DS-4__DS-4A (CDS_0005)
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Station175_SUR_ALL_assembly_ NODE_8586_length_13022_cov_42.606925:1,561-12,436 (+)
26 25 24 Gabija__GajB_3 (CDS_0019)
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Station210_MES_ALL assembly NODE_3724 length_18920_cov_52.444050: 10,903-18,918 (-)

25 24

Station175_SUR_ALL _assembly_NODE_5888_length_17523_cov_56.373884: 10,609-17,521 (-)
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Station85_MES_COMBINED_FINAL_NODE_3933_length_13870_cov_4.465002: 3-6,547 (+)
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Station201_SUR_ALL assembly_ NODE_3787_length_16832_cov_126.322525:11,517-16,831(-)

B SURALL _NODE_ 376/ _length_16852 cov_

Station191_SUR_ALL_assembly_NODE_2230_length_16118_cov_84.314698: 3-5,404 (+)

21 17
— ——— ———  — . — ]
Station84_SUR_COMBINED_FINAL_NODE_3365_length_14946_cov_66.471426:8,376-14,946 (-)

5000 nt i
DNA, RNA and nucleotide metabolism other tail unknown function defence (DefenseFinder)
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