62 63 64 65 66 67 68 69 70 71 72 73 74 75 76 77 78 79 80 81 82 83
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MGV-GENOME-0341240:48,500-57,586 (+)
L-alanyl-D-glutamate peptidase (CDS_0061)
HNH endonuclease (CDS_0057) 59 64 65 66 67 68 69

MOV-GENOME-0336031: 44,819-53,885 (+)
75 76 78 83
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MGV-GENOME-0356052: 55,027-60,784 (+)

69 70 71

MGV-GENOME-0338157:47,904-56,096 (+)
75 76 77

MGV-GENOME-0341123:50,782-57,452 (+)
61 62 63

uvig 504406:44,721-51,947 (+)
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MGV-GENOME-0343790: 52,338-59,875 (+)
64 65
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MGV-GENOME-0330206:43,437-49,995 (+)
82 83 84 86 89 90
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IMGVR_UViG_3300045988_096330|3300045988|Ga0495776_051143:55,183-62,159 (+)
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MGV-GENOME-0325518:40,154-48,015 (+)
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uvig_258521:49,389-57,282 (+)
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Minot_Diet_ SRR5088939 NODE _11 length 64969 cov 23.019272:49,012-56,952 (+)
3000 nt {
DNA, RNA and nucleotide metabolism other unknown function
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