
IMGVR_UViG_3300029566_000223|3300029566|Ga0244934_100155: 1-13,161 (+)

exonuclease (CDS_0001) 2 3 4 5 6

QueD-like  6-pyruvoyl-tetrahydropterin synthase (CDS_0007)

QueE-like  radical SAM domain (CDS_0008)
Dpd__FolE (CDS_0009)

10

thymidylate kinase (CDS_0011)

12 DNA polymerase (CDS_0013)

MGV-GENOME-0350981: 2,741-16,444 (+)

QueE-like  radical SAM domain (CDS_0007) 8 endonuclease (CDS_0009) endonuclease VII (CDS_0014) 15

MGV-GENOME-0369121: 2,741-15,950 (+)

QueE-like  radical SAM domain (CDS_0006) 8 9 15

MGV-GENOME-0369116: 2,741-16,005 (+)

6 9 10

uvig_86228: 2,741-16,005 (+)

QueE-like  radical SAM domain (CDS_0007)
HNH endonuclease (CDS_0009)

10

uvig_243695: 4,189-15,562 (+)

8 9 13

IMGVR_UViG_3300045988_178516|3300045988|Ga0495776_169773: 4,150-14,712 (+)

HNH endonuclease (CDS_0008) 9

5000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder)


