
MGV-GENOME-0311262: 33,467-39,515 (+)

52 53 54 55 56
radical SAM domain protein (CDS_0057)

58 59
phosphoheptose isomerase (CDS_0060)

61 62 63

IMGVR_UViG_2915308434_000005|2915308434|2915308447|299610-346677: 30,712-36,213 (+)

radical SAM domain protein (CDS_0051)

IMGVR_UViG_3300045988_065827|3300045988|Ga0495776_068972: 33,166-39,209 (+)

56

uvig_228606: 50,656-56,698 (+)

80 81 85

IMGVR_UViG_3300045988_069166|3300045988|Ga0495776_177837: 32,842-38,886 (+)

58

uvig_248974: 13,495-19,135 (+)

23 27

MGV-GENOME-0315961: 35,103-41,441 (+)

59 DNA methyltransferase (CDS_0060)

MGV-GENOME-0316127: 33,190-39,529 (+)

57 DNA methyltransferase (CDS_0058)

MGV-GENOME-0303518: 30,894-36,841 (+)

57 58

IMGVR_UViG_3300045988_072520|3300045988|Ga0495776_134372: 32,527-37,918 (+)

58 59

MGV-GENOME-0239517: 18,911-24,296 (+)

32 33

IMGVR_UViG_3300045988_097181|3300045988|Ga0495776_158804: 35,531-40,600 (+)

63

uvig_594169: 33,451-39,089 (+)

58 59

MGV-GENOME-0307671: 33,150-38,233 (+)

58 59

MGV-GENOME-0337442: 29,458-34,550 (+)

52

MGV-GENOME-0344241: 27,756-33,141 (+)

46

MGV-GENOME-0313142: 28,747-34,258 (+)

45 49

MGV-GENOME-0280812: 21,965-26,726 (+)

34

IMGVR_UViG_3300045988_069933|3300045988|Ga0495776_054565: 43,282-49,127 (+)

76 77

IMGVR_UViG_3300045988_117279|3300045988|Ga0495776_078338: 34,896-40,727 (+)

58 59

MGV-GENOME-0353018: 64,687-70,538 (+)

85 90 91

MGV-GENOME-0273323: 24,975-30,058 (+)

38 39

MGV-GENOME-0340554: 34,799-40,432 (+)

60 61

MGV-GENOME-0312952: 31,144-36,712 (+)

49 50

IMGVR_UViG_3300045988_097667|3300045988|Ga0495776_010689: 33,391-38,492 (+)

59 60

IMGVR_UViG_3300045988_069424|3300045988|Ga0495776_176768: 30,689-36,540 (+)

57 58

MGV-GENOME-0319472: 32,673-39,054 (+)

57 58

MGV-GENOME-0264602: 22,742-28,399 (+)

34 35

IMGVR_UViG_3300045988_031727|3300045988|Ga0495776_028250: 32,949-38,272 (+)

57

MGV-GENOME-0300185: 21,632-26,405 (+)

35

IMGVR_UViG_3300045988_065796|3300045988|Ga0495776_161758: 32,181-37,270 (+)

57 58

uvig_111254: 22,576-27,343 (+)

36

IMGVR_UViG_3300045988_053369|3300045988|Ga0495776_134258: 31,196-37,598 (+)

53 54

MGV-GENOME-0281305: 25,764-31,610 (+)

40 41

MGV-GENOME-0306720: 32,771-37,923 (+)

56 58

IMGVR_UViG_3300045988_065477|3300045988|Ga0495776_116953: 32,506-37,581 (+)

54

uvig_270845: 44,811-50,328 (+)

70

MGV-GENOME-0316571: 31,012-38,118 (+)

57 DNA methyltransferase (CDS_0058)

MGV-GENOME-0333025: 32,040-39,170 (+)

DNA methyltransferase (CDS_0055)

IMGVR_UViG_3300045988_095177|3300045988|Ga0495776_028604: 32,774-38,542 (+)

57

MGV-GENOME-0220271: 15,753-21,720 (+)

27 32

MGV-GENOME-0324800: 31,405-38,536 (+)

56
DNA methyltransferase (CDS_0057)

58

MGV-GENOME-0320369: 33,220-39,691 (+)

DNA methyltransferase (CDS_0052) 57 58

MGV-GENOME-0307470: 33,457-39,068 (+)

61 62 63

MGV-GENOME-0272417: 24,833-30,795 (+)

38 39

MGV-GENOME-0228379: 16,625-23,021 (+)

29 30

MGV-GENOME-0255706: 21,742-27,382 (+)

36 37 38

MGV-GENOME-0317350: 33,842-39,235 (+)

55 57 61

uvig_305348: 8,084-15,731 (+)

11 12 13 14 15 19 20

MGV-GENOME-0183048: 4,983-12,823 (+)

16 17 21 phosphoheptose isomerase

MGV-GENOME-0191842: 5,372-13,439 (+)

18 22 23

MGV-GENOME-0197912: 10,322-15,275 (+)

20 21 25

uvig_274198: 17,383-21,891 (+)

26

SRS015486_a1_ct1281_vs1: 11,308-19,105 (+)

22

uvig_483481: 22,183-25,832 (+)

30

IMGVR_UViG_3300045988_068832|3300045988|Ga0495776_028481: 33,764-42,570 (+)

60 61 DNA primase/helicase (CDS_0065) 66

MGV-GENOME-0274141: 26,265-34,522 (+)

42

uvig_304290: 49,232-57,844 (+)

75 76

MGV-GENOME-0275229: 20,328-29,146 (+)

36 37

IMGVR_UViG_3300045988_024907|3300045988|Ga0495776_047305: 35,337-44,646 (+)

62 67 68

IMGVR_UViG_3300045988_078993|3300045988|Ga0495776_171196: 32,931-42,285 (+)

60 61

MGV-GENOME-0204006: 8,244-13,317 (+)

14
transcriptional repressor (CDS_0015)

16 17 18

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function


