
IMGVR_UViG_3300045988_003651|3300045988|Ga0495776_007149: 26,394-32,494 (+)

39 40 41 42 43 44 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045) 46
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0047)

48 49

OTU_2558: 25,206-31,114 (+)

44 DNA methyltransferase (CDS_0045)

MGV-GENOME-0279554: 23,267-29,611 (+)

33 34 39 DNA methyltransferase (CDS_0040)

OTU_2108: 27,170-34,512 (+)

45 DNA methyltransferase (CDS_0046) 51 52 53 54
phosphoadenosine phosphosulfate reductase

IMGVR_UViG_3300029210_000018|3300029210|Ga0168823_100558: 25,609-33,034 (+)

43 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0044) 51

uvig_124669: 25,665-33,102 (+)

43 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0044) 50

IMGVR_UViG_3300045988_008507|3300045988|Ga0495776_128641: 26,765-33,454 (+)

45 DNA methyltransferase (CDS_0046) 51 oMTase_00015 orphan (CDS_0053)

IMGVR_UViG_3300029415_000008|3300029415|Ga0243378_1000605: 26,825-33,514 (+)

44 DNA methyltransferase (CDS_0045)

OTU_2023: 28,190-34,935 (+)

HEase_00016 homing (CDS_0050)
51 MTase_II_00173 Type (CDS_0058)

uvig_302668: 26,102-34,286 (+)

HEase_00016 homing (CDS_0043)
44 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045) 51

IMGVR_UViG_3300045988_047839|3300045988|Ga0495776_008882: 26,439-31,176 (+)

HEase_00016 homing (CDS_0045)
46

uvig_210747: 26,029-31,169 (+)

41 HEase_00016 homing (CDS_0046)

Norman_137_NODE_8_length_40496_cov_16.722138: 25,525-30,127 (+)

43 44

IMGVR_UViG_3300045988_029674|3300045988|Ga0495776_172025: 27,877-33,606 (+)

46
DNA methyltransferase (CDS_0047)

DNA methyltransferase (CDS_0048)

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


