
MGV-GENOME-0126094: 4,777-17,706 (+)

9 10
tail length tape measure protein (CDS_0011)

12 13 14 15
holin (CDS_0016)

17 18

HNH endonuclease (CDS_0019)

portal protein (CDS_0020)
minor head protein (CDS_0021)

22 23

MGV-GENOME-0112700: 4,777-16,518 (+)

15
holin (CDS_0016)

17 18 HNH endonuclease (CDS_0019)

MGV-GENOME-0113236: 4,777-16,563 (+)

15

holin (CDS_0016)
endolysin (CDS_0017)

18 HNH endonuclease (CDS_0019)

MGV-GENOME-0120615: 4,778-17,190 (+)

major tail protein 15
holin (CDS_0016)

17 18 19 HNH endonuclease (CDS_0020)

MGV-GENOME-0119432: 4,778-17,088 (+)

11 16
holin (CDS_0017)

18 19 20 21 HNH endonuclease (CDS_0022)

MGV-GENOME-0155897: 4,777-21,170 (+)

15

holin (CDS_0016)
endolysin (CDS_0017)

integrase (CDS_0018) 19 20 21 22 23

MGV-GENOME-0143484: 4,777-19,583 (+)

15

holin (CDS_0016)
endolysin (CDS_0017)

integrase (CDS_0018) 19 20 21

MGV-GENOME-0149442: 4,777-20,318 (+)

15
holin (CDS_0016)

endolysin (CDS_0017) 18 19 20 21 22 23 24 HNH endonuclease (CDS_0025)

MGV-GENOME-0127609: 4,777-17,861 (+)

15
holin (CDS_0016)

endolysin (CDS_0017)

18
integrase (CDS_0019)

transcriptional regulator (CDS_0020)

MGV-GENOME-0126257: 4,778-17,722 (+)

16 17 18 19 20 21 22 23 HNH endonuclease (CDS_0024)

MGV-GENOME-0130464: 4,777-18,140 (+)

15
holin (CDS_0016)

17 18 1920 21 22 HNH endonuclease (CDS_0023)

MGV-GENOME-0115947: 4,212-16,789 (+)

8 14 15 16 17 1819 20 21 22 HNH endonuclease (CDS_0023)

MGV-GENOME-0140973: 4,777-19,292 (+)

15 16 17

holin (CDS_0018)
endolysin (CDS_0019)

integrase (CDS_0020)

MGV-GENOME-0111932: 4,213-16,452 (+)

14 15 16 17
18

19 20 21 22

MGV-GENOME-0126078: 4,778-17,701 (+)

15 16 17
18

19 20 21 22

MGV-GENOME-0146980: 4,777-20,001 (+)

15

holin (CDS_0016)
endolysin (CDS_0017)

18 19 20 21
22

23 24 25 26

MGV-GENOME-0123126: 4,778-17,410 (+)

15 16 1718 19 20 21 22
23

24

MGV-GENOME-0114139: 4,778-16,633 (+)

16 17 18 19 20 21 HNH endonuclease (CDS_0022)

MGV-GENOME-0146244: 4,778-19,905 (+)

15 16 1718 19 20
toxin (CDS_0021)

toxin-antitoxin system HicB-like (CDS_0022)

23 24 2526 27 28 29 30

MGV-GENOME-0143763: 4,778-19,612 (+)

15 16 1718 19 20

toxin (CDS_0021)
toxin-antitoxin system HicB-like (CDS_0022)

endolysin (CDS_0023)
2425 26 27 28

MGV-GENOME-0152118: 4,778-20,668 (+)

15 16 1718 19 20
toxin (CDS_0021)

toxin-antitoxin system HicB-like (CDS_0022)

23 24 25 26 27 28 2930 31 32 33

MGV-GENOME-0132958: 4,778-18,405 (+)

15 16 1718 19 20
toxin (CDS_0021)

toxin-antitoxin system HicB-like (CDS_0022)

23 24 25 26

MGV-GENOME-0135622: 4,778-18,687 (+)

15 16 1718 19 20
toxin (CDS_0021)

toxin-antitoxin system HicB-like (CDS_0022)

23 24 25 26

MGV-GENOME-0138511: 4,777-19,010 (+)

15 16 17 18 19
toxin (CDS_0020)

toxin-antitoxin system HicB-like (CDS_0021)

22 23 24 25 26

MGV-GENOME-0120860: 4,778-17,211 (+)

15 16 1718 19 20
toxin (CDS_0021)

toxin-antitoxin system HicB-like (CDS_0022)

2324 25

MGV-GENOME-0116773: 4,778-16,862 (+)

15 16 1718 19 20
toxin (CDS_0021)

toxin-antitoxin system HicB-like (CDS_0022)

23

MGV-GENOME-0117427: 4,777-16,919 (+)

15 16 1718 19 20

toxin (CDS_0021)
toxin-antitoxin system HicB-like (CDS_0022)

endolysin (CDS_0023)
24 25

6000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function


