
IMGVR_UViG_3300045988_137028|3300045988|Ga0495776_154041: 18,811-30,744 (+)

22 23 24 25
phosphodiesterase (CDS_0026)

27 28 29

transcriptional repressor (CDS_0030)

31
mads_1 (CDS_0032)

33 34 35 3637 38 39 40 41

IMGVR_UViG_3300008099_000003|3300008099|Ga0114261_100176: 18,840-29,314 (+)

27

transcriptional repressor (CDS_0028)

29
mads_1 (CDS_0030)

31 32 33 39

IMGVR_UViG_3300045988_127202|3300045988|Ga0495776_062372: 18,839-30,023 (+)

28 29 30
tRNA-Asn(GTT)

transcriptional repressor (CDS_0031)

32

mads_1 (CDS_0033)

34 35 36

IMGVR_UViG_3300008147_000026|3300008147|Ga0114367_100277: 18,814-30,134 (+)

27 28

transcriptional repressor (CDS_0029)

30
mads_1 (CDS_0031)

32 33 34

MGV-GENOME-0279533: 18,816-31,506 (+)

27 28 29 30

transcriptional repressor (CDS_0031)

32
mads_1 (CDS_0033)

34 35 36 40

IMGVR_UViG_3300045988_133699|3300045988|Ga0495776_182853: 18,812-30,961 (+)

27 28

transcriptional repressor (CDS_0029)

30
mads_1 (CDS_0031)

32 33 34

IMGVR_UViG_3300007297_000018|3300007297|Ga0104793_100495: 18,811-29,768 (+)

27

transcriptional repressor (CDS_0028)

29
mads_1 (CDS_0030)

31 32 33
34

35

IMGVR_UViG_3300045988_138793|3300045988|Ga0495776_176628: 18,815-30,009 (+)

27 28

transcriptional repressor (CDS_0029)

30
mads_1 (CDS_0031)

32 33 34

MGV-GENOME-0235632: 18,815-28,749 (+)

27

transcriptional repressor (CDS_0028)

29
mads_1 (CDS_0030)

31 32 33

IMGVR_UViG_3300007339_000004|3300007339|Ga0104971_100147: 18,903-29,460 (+)

27

transcriptional repressor (CDS_0028)

29
mads_1 (CDS_0030)

31 32 33

IMGVR_UViG_3300028538_000042|3300028538|Ga0307841_1082: 18,779-29,375 (+)

27
transcriptional repressor (CDS_0028)

29 30 31 32

SRS144090_a1_ct16458: 18,816-29,702 (+)

27
transcriptional repressor (CDS_0028)

29 30 31 32 33 34

SRS017279_a1_ct10268: 18,819-29,384 (+)

27 28 29
mads_1 (CDS_0030)

31 32 33

IMGVR_UViG_3300045988_136190|3300045988|Ga0495776_153623: 18,811-28,377 (+)

27 28
mads_1 (CDS_0029)

30 31

IMGVR_UViG_3300045988_151338|3300045988|Ga0495776_043288: 18,834-33,364 (+)

27
DNA binding protein (CDS_0028)

29 30 31 32 33

transcriptional repressor (CDS_0034)

35
mads_1 (CDS_0036)

37 38 39

SRS105068_a1_ct24673_vs01: 18,797-27,288 (+)

27 28 29

IMGVR_UViG_3300045988_142628|3300045988|Ga0495776_100589: 17,989-29,183 (+)

26 27 28 29 30
mads_1 (CDS_0031)

32 33 34

SRS143354_a1_ct5956_vs1: 18,809-30,512 (+)

27 28 29
mads_1 (CDS_0030)

31 32 33

IMGVR_UViG_3300045988_169431|3300045988|Ga0495776_184493: 18,816-35,949 (+)

27
ssDNA thymidine ADP-ribosyltransferase, DarTG__DarT (CDS_0028)

29 30 31 endonuclease (CDS_0032) 33 34 35 36
mads_1 (CDS_0037)

38 39

SRS078677_a1_ct2776: 18,861-30,628 (+)

27 28 29 30 31 32
mads_1 (CDS_0033)

34 35 36

SRS077016_a1_ct4969_vs1: 17,952-28,992 (+)

endolysin (CDS_0022)
23 28

DNA binding protein (CDS_0029)
30 31 32 33 34

SRS104287_a1_ct9286: 17,885-29,837 (+)

28
DNA binding protein (CDS_0029)

30 31 32 33 34 35 42 RusA-like Holliday junction resolvase (CDS_0043)
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