transcriptional repressor (CDS_0030)
phosphodiesterase (CDS_0026) “mads_1 (CDS_0032)
22 23 24 25 27 28 29 | 313334 35 36373839 40 41

i#

IMGVR _UViG_3300045988_137028|3300045988|Ga0495776_154041:18,811-30,744 (+)
transcriptional repressor (CDS_0028)
mads_1 (CDS_0030)
29 [ 3132 33

27

w
o

—— I ——
IMGVR_UViG_3300008099. OOOOOS|3300008099\Ga0114261 100176:18,840-29,314 (+)

transcriptional repressor (CDS_0031)
mads_1 (CDS_0033)

tRNA-Asn(GTT)
28 2930 [| 32| 3435 36
0 S Y Iy SO gy W g O W0/ B O g T 0, B W |

IMGVR_UViG_3300045988_127202|3300045988|Ga0495776_062372:18,839-30,023 (+)
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transcriptional repressor (CDS 0028)
" mads _1(CDS_0030)
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MGV-GENOME-0235632: 18,815-28,749 (+)
transcriptional repressor (CDS_0028)
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IMGVR_UViG_3300007339. OOOOO4|33000O7339\Ga0104971 100147:18,903-29,460 (+)

transcriptional repressor (CDS_0028)
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transcriptional repressor (CDS_0028)
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transcriptional repressor (CDS_0034)
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27 [ 29 30 31 32 33 | 35] 373839
I B O S I IS S TEEE S — s
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SRS105068_al_ct24673_vs01:18,797-27
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mads_1 (CDS_0030)
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ssDNA thymidine ADP-ribosyltransferase, DarTG__DarT (CDS_0028) mads_1 (CDS_0037)
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DNA binding protein (CDS_0029)
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