RecT-like ssDNA annealing protein (CDS_0032)

excisionase (CDS_0030)
translation elongation factor (CD5_0029) exonuclease VII (CDS_0034)
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IMGVR_UViG_2849910833_000006|2849910833|2849910833|2772725-2822467:25,317-37,519 (+)
DarTG_DarG (CDS_0023) excisionase (CDS_0029)
tail fiber protein (CDS_0022) 24 27  translation elongation factor (CD5_0028) exonuclease VII (CDS_0032)
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IMGVR_UViG_2908954144 OOOOOQ|2908954144\2908954144|128007771331183:20,421737,544 (+)
exonuclease VII (CDS_0032) 35 36

IMG\/R UViIG_651053064_000004|651053064(651053007|2722198-2771010: 25,318-37,402 (+)
exonuclease VII (CDS_0032)

IMGVR UViG_637000255_000006|637000255[637000122|2726772- 2775609 25,317-37,428 (+)
exonuclease (CDS_0033)
exonuclease VII (CDS_0032)

\MGVR UVlG 2548876846 OOOOO(’)|254887684(>\2548980955|52000 100759:25,318-37,349 (+)
excisionase (CDS_0029)

tail fiber protein 28 | exonuclease VIl (CDS_0032)
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NC_010392.1:22,789-37,081 (+)

translation elongation factor (CDS_0029)
30excisionase (CDS_0031)

IMGVR_UViG_641736209_000009 641736209\641778103\2 51436:22,789-36, 116( )
27 eexcisionase (CDS_0028)

TemPhD_cluster 39754 _:22, 377 35,008
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RecT-like ssDNA annealing protein (CDS_0031)
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MGVR_UVIG_. 2554235325 OOOOOé|2554235325\2554308846|3752420 3803551:23,604-35,810 (+)
nicotinamide phosphoribosyl transferase (CDS_0029)
integrase (CDS_0030)
translation elongation factor (CDS_0028) 31 36

IMGVR_UViG_2561511177. OOOOO4|2561511177\2561541592|1939502 1993768:22,790-40,145 (+)
DS-15__DS-15C (CDS_0031)

translation elongation factor (CDS_0028) Ds-15_DS-15A (CDS_0033)
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IMGVR_UViG_2531839384 OOOOOéI2531839384\2531893134|371813 -418508:22,790-35,084 (+)
6000 nt i
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