anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0065) transcriptional regulator (CDS_0071)
DNA invertase (CDS_0067) endolysin (CDS_0073)
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IMGVR_UViG_3300029400_000132|3300029400|Ga0243781_100142|39466-101539: 39,872-49,344 (+)
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IMGVR_UViG_3300029841_000267|3300029841|Ga0245272_100019|114113-174456: 38,104-47,592 (+)
56 63 integrase (CDS_0065) 66
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IMGVR_UViG_3300045988 072951|3300045988|Ga0495776_151664:38,161-46,490 (+)

MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NFO00263.1) (CDS_0070)
ABC transporter (VF0818) (CDS_0068)
65 66 67 69 71 integrase (CDS_0072) 73
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uvig_196340:38,106-54,090 (+)
59 63 65 66 67 68 69 70 71 integrase (CDS_0072) 73

IMGVR _UViG_3300029234 000083|3300029234\Ga0168698 100354:38,270-53,868 (+)

DNA invertase (CDS_0066)
64 65 67

MGV-GENOME-0335885: 38,252-47,407 (+)
transcriptional regulator (CDS_0072)
transcriptional re%uilat*or (CDS.0071)

57 62 63 65 | endolysin
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SRS045195 a1l ct7937:37,834-45,722 (+)

major tail protein (CDS_0008)
9 7 6 5 4 3 2 1
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MGV-GENOME-0302568:2-13,518 (-)
6000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis tail transcription regulation unknown function virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)
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