65 66 67 6869 70 AAA_21(CDS_0071) 72 73 74  DNA binding protein (CDS_0075)

IMGVR_UViG_3300045988_151990|3300045988|Ga0495776_158744:39,114-44,280 (+)
AAA_21(CDS_0068) 69

—— E—
MGV-GENOME-0313543:37,696-42,475 (+)

MGV-GENOME-0309751:31,897-37,080 (+)

uvig 442356 _:50,510-56,255 (+)
74 75 76 77 78 79 terminase large subunit (CDS_0001) portal protein (CDS_0002) minor head protein (CDS_0003) 4

I R
uvig 448276:42,375-48,130 (+); 1-4,341 (+)
70 72 site-specific recombination directionality factor RDF (CDS_0075)

?

— —
ivig_3819:51,307-55,267 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0057)

53 54 55 56 58 61
[ N B B W W 5 S ) S ey WO
MGV-GENOME-0280336: 33,262-39,256 (+)
80 81 82
— E  —— E— ——
uvig_200532:50,019-54,636 (+)
73 74 75
I 3 —— ————] —
SAMNO0715257_al_ct50430_vs1:45,363-49,899 (+)
63 66 67 68 69
R D e — oD

ivig_1910:43,551-48,174 (+)
site-specific recombination directionality factor RDF (CDS_0068)
63 64 69 70

?

_—
uvig_294322:37,786-42,307 (+)

4000 nt
DNA, RNA and nucleotide metabolism head and packaging integration and excision other unknown function defence (PADLOC)
I




