
uvig_294322: 33,628-39,822 (+)

CBASS__AG_E1_ThiF ThiF family (CDS_0051)
52 53 54 55 56 57 58 59 60

nucleoside triphosphate pyrophosphohydrolase (CDS_0061)
62 63 64 66 67

MGV-GENOME-0280336: 30,634-37,031 (+)

47 49 54 55 56
nucleoside triphosphate pyrophosphohydrolase (CDS_0057)

58 59 61 63 64

ivig_3819: 47,638-53,035 (+)

64
RNA-binding protein (CDS_0067)

68 69 site-specific recombination directionality factor RDF (CDS_0075)

uvig_165543: 41,762-47,142 (+)

RNA-binding protein (CDS_0067) 68 69 75

MGV-GENOME-0313543: 33,464-38,712 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0057) 58 59 60

uvig_201394: 39,044-44,361 (-)

5152nucleoside triphosphate pyrophosphohydrolase (CDS_0053)

ivig_1910: 39,539-44,865 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0058) 59 60 63

MGV-GENOME-0310696: 29,137-34,357 (-)

42RNA-binding protein (CDS_0044)4752

MGV-GENOME-0296511: 33,352-38,572 (+)

56

2000 nt
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