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MGV-GENOME-0292971: 25,320-39,660 (+)
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IMGVR_UViG_3300045988_134481|3300045988|Ga0495776_099542: 26,156-38,641 (+)
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IMGVR_UViG_3300045988_125532|3300045988|Ga0495776_094744: 26,156-37,727 (+)
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IMGVR_UViG_3300045988_138165|3300045988|Ga0495776_112324: 10,985-37,052 (+)
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IMGVR_UViG_3300045988_109736|3300045988|Ga0495776_099783: 25,886-38,774 (+)

23 24

PDC-S04_WP_163235784.1 (CDS_0025)
PDC-M42A_WP_206399263.1 (CDS_0026)

27 28 29 30

transcriptional regulator (CDS_0031)
retron_type_VI_hth_cluster2_1 (CDS_0032)

33

34
35

36 37 38

IMGVR_UViG_3300045988_090000|3300045988|Ga0495776_188774: 26,195-32,581 (+)
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IMGVR_UViG_3300045988_146332|3300045988|Ga0495776_024973: 10,961-36,032 (+)
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IMGVR_UViG_3300045988_128274|3300045988|Ga0495776_083854: 10,982-32,180 (+)
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IMGVR_UViG_3300045988_152995|3300045988|Ga0495776_136406: 38,116-46,870 (-)
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DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) anti-defence (dbAPIS) tRNA pseudogene


