
MGV-GENOME-0191737: 5,990-19,741 (+)

7 8 9 10 11 12 13 14

transcriptional repressor (CDS_0015)

16
17

18 19 20 21 22 23
24

DS-15__DS-15A (CDS_0025)

MGV-GENOME-0190588: 5,989-19,786 (+)

12 13
DNA invertase (CDS_0014)

retron_type_VI_hth_cluster2_1 (CDS_0015)
transcriptional repressor (CDS_0016)

171819

MGV-GENOME-0206942: 5,993-22,611 (+)

12 13 14
DNA invertase (CDS_0015)

16

retron_type_VI_hth_cluster2_1 (CDS_0017)

18192021

MGV-GENOME-0184377: 5,990-18,350 (+)

12
DNA invertase (CDS_0013)

14

retron_type_VI_hth_cluster2_1 (CDS_0015)

16171819

MGV-GENOME-0179014: 5,993-17,544 (+)

12
DNA invertase (CDS_0013)
retron_type_VI_hth_cluster2_1 (CDS_0014)

15161718

MGV-GENOME-0193642: 5,990-17,730 (+)

12

DNA invertase (CDS_0013)
retron_type_VI_hth_cluster2_1 (CDS_0014)

capH (CDS_0015)
161718

uvig_119163: 5,990-17,835 (+)

tail length tape measure protein (CDS_0012)
13 14

retron_type_VI_hth_cluster2_1 (CDS_0015)
transcriptional repressor (CDS_0016)

171819

MGV-GENOME-0179126: 5,990-17,588 (+)

12
DNA invertase (CDS_0013)

retron_type_VI_hth_cluster2_1 (CDS_0014)
transcriptional repressor (CDS_0015)

161718

MGV-GENOME-0185372: 5,993-18,094 (+)

12 13 14

retron_type_VI_hth_cluster2_1 (CDS_0015)
transcriptional repressor (CDS_0016)

171819

MGV-GENOME-4386851: 5,990-15,811 (+)

tail length tape measure protein (CDS_0012)
capH (CDS_0013)

14
15

16

MGV-GENOME-0160480: 5,993-15,088 (+)

12 131415

MGV-GENOME-0148091: 5,990-13,272 (+)

12
13

14

MGV-GENOME-0215351: 5,993-15,802 (+)

12
capH (CDS_0013)

141516

MGV-GENOME-0247784: 5,993-19,397 (+)

12 13

retron_type_VI_hth_cluster2_1 (CDS_0014)

15 1617
18

19 20

MGV-GENOME-0184281: 5,990-18,448 (+)

12
DNA invertase (CDS_0013)

14

retron_type_VI_hth_cluster2_1 (CDS_0015)

16 17
18

19

MGV-GENOME-0176823: 5,990-17,617 (+)

12
DNA invertase (CDS_0013)
retron_type_VI_hth_cluster2_1 (CDS_0014)

15 16
17

18

MGV-GENOME-0177681: 5,990-17,744 (+)

12
DNA invertase (CDS_0013)

14

retron_type_VI_hth_cluster2_1 (CDS_0015)

16 17
18

19

MGV-GENOME-0182486: 5,990-17,560 (+)

12
DNA invertase (CDS_0013)

retron_type_VI_hth_cluster2_1 (CDS_0014)
capH (CDS_0015)

16
17

18

uvig_109766: 5,990-18,013 (+)

tail length tape measure protein (CDS_0012)
13 14

retron_type_VI_hth_cluster2_1 (CDS_0015)
capH (CDS_0016)

17

MGV-GENOME-0178253: 5,990-17,689 (+)

ABC transporter (CDS_0012)

DNA invertase (CDS_0013)

14

retron_type_VI_hth_cluster2_1 (CDS_0015)

capH (CDS_0016)
17

MGV-GENOME-0181501: 5,993-17,844 (+)

12

DNA invertase (CDS_0013)

14

retron_type_VI_hth_cluster2_1 (CDS_0015)

capH (CDS_0016)
17

MGV-GENOME-0226181: 5,990-23,921 (+)

12 13 14 1516 17
DNA invertase (CDS_0018)

19

retron_type_VI_hth_cluster2_1 (CDS_0020)
transcriptional repressor (CDS_0021)

22
23

24

MGV-GENOME-0177407: 5,990-17,262 (+)

12
DNA invertase (CDS_0013)

retron_type_VI_hth_cluster2_1 (CDS_0014)
capH (CDS_0015)

16
17

18 19

MGV-GENOME-0159099: 5,990-14,403 (+)

12 13 16

MGV-GENOME-0158752: 5,990-15,775 (+)

12

MGV-GENOME-0155110: 5,990-14,563 (+)

12

MGV-GENOME-0187520: 5,993-19,007 (+)

12 13 14 15

MGV-GENOME-0162727: 5,339-15,580 (+)

5 6 10
DNA invertase (CDS_0011)

12

retron_type_VI_hth_cluster2_1 (CDS_0013)
transcriptional repressor (CDS_0014)

151617

MGV-GENOME-0144219: 5,339-13,168 (+)

10
transcriptional repressor (CDS_0011)

121314

MGV-GENOME-0160271: 5,990-15,279 (+)

12 13
14

15 19 20

uvig_274052: 5,993-18,863 (+)

tail length tape measure protein (CDS_0012)

13
14

15 16

Siderophore-dependent iron uptake system (VF0738) (CDS_0017)

18

retron_type_VI_hth_cluster2_1 (CDS_0019)

transcriptional repressor (CDS_0020)
21 22

MGV-GENOME-0193533: 5,993-20,009 (+)

12 13
14

15 16

Siderophore-dependent iron uptake system (VF0738) (CDS_0017)

DNA invertase (CDS_0018)
retron_type_VI_hth_cluster2_1 (CDS_0019)

capH (CDS_0020)
212223

uvig_113382: 5,993-24,222 (+)

12 13 14 15 16 17 18
19

20 21

Siderophore-dependent iron uptake system (VF0738) (CDS_0022)

23

retron_type_VI_hth_cluster2_1 (CDS_0024)
capH (CDS_0025)

26 27

MGV-GENOME-0190230: 5,990-17,989 (+)

12 13 14

toxin-antitoxin system HicB-like (CDS_0015)

toxin (CDS_0016)
DNA invertase (CDS_0017)

retron_type_VI_hth_cluster2_1 (CDS_0018)

capH (CDS_0019)

20
21

uvig_484383: 5,993-19,581 (+)

tail length tape measure protein (CDS_0012)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0013)

VirR/VirS (VF0791) (CDS_0014)
HitABC (VF0268) (CDS_0015)

integrase (CDS_0016)

retron_type_VI_hth_cluster2_1 (CDS_0017)

18 19
20

21

MGV-GENOME-0214329: 5,990-22,236 (+)

12 13 14 1516 17
DNA invertase (CDS_0018)
retron_type_VI_hth_cluster2_1 (CDS_0019)

20
21

22

MGV-GENOME-0205160: 5,990-20,788 (+)

12 13 14 1516 17 18
retron_type_VI_hth_cluster2_1 (CDS_0019)

2021 22

MGV-GENOME-0226328: 5,990-24,517 (+)

12 13 14 1516 17 18 19 20
DNA invertase (CDS_0021)
retron_type_VI_hth_cluster2_1 (CDS_0022)

23 24
25

IMGVR_UViG_3300029700_000221|3300029700|Ga0245207_100595|2-39899: 5,990-31,786 (+)

tail length tape measure protein (CDS_0012) 13 14 1516 17 18 19 20 21 22 23 24 25 26
mads_8 (CDS_0027)
HitABC (VF0268) (CDS_0028)

29

retron_type_VI_hth_cluster2_1 (CDS_0030)
transcriptional repressor (CDS_0031)

32 33

MGV-GENOME-0227029: 5,990-22,046 (+)

12 13 14 15 16 17 18
transcriptional repressor (CDS_0019)

20 21

MGV-GENOME-0210824: 5,990-20,467 (+)

12 13 14 1516 17 18
transcriptional repressor (CDS_0019)

20 21

MGV-GENOME-0196843: 5,990-19,673 (+)

12 13 14 15
16

17
18

19 20

uvig_497457: 63-9,312 (-)

1234tail length tape measure protein (CDS_0005)

MGV-GENOME-0200461: 5,990-21,248 (+)

12 13 14 15 16

retron_type_VI_hth_cluster2_1 (CDS_0017)

18 19
20

2122 24

MGV-GENOME-0179099: 5,990-17,737 (+)

tail length tape measure protein (CDS_0012)
13 14

retron_type_VI_hth_cluster2_1 (CDS_0015)

16 17
18

1920

MGV-GENOME-0145755: 5,990-13,160 (+)

1213
14

1516

uvig_421261: 5,993-21,279 (+)

tail length tape measure protein (CDS_0012) 13 14 15 16
retron_type_VI_hth_cluster2_1 (CDS_0017)

18 19 20 21

MGV-GENOME-0199787: 5,994-22,767 (+)

12 13 14 15 16 17

retron_type_VI_hth_cluster2_1 (CDS_0018)
capH (CDS_0019)

20
21

22 23 26 31

MGV-GENOME-0177902: 5,994-19,180 (+)

tail length tape measure protein (CDS_0012)
13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
capH (CDS_0017)

18
19

20 21

MGV-GENOME-0207419: 5,980-23,903 (+)

12 13 14 15 16 17
retron_type_VI_hth_cluster2_1 (CDS_0018)

19 20 21 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0028)

MGV-GENOME-0205237: 5,980-23,526 (+)

12 13 14 15 16 17
retron_type_VI_hth_cluster2_1 (CDS_0018)

19 20 21

MGV-GENOME-0201230: 5,993-22,801 (+)

12 13 14 15 16 17
retron_type_VI_hth_cluster2_1 (CDS_0018)

19 20 21

MGV-GENOME-0178799: 5,993-19,098 (+)

tail length tape measure protein (CDS_0012)
13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17 18 19

MGV-GENOME-0173629: 5,993-18,329 (+)

tail length tape measure protein (CDS_0012)
13

retron_type_VI_hth_cluster2_1 (CDS_0014)

15 16 17

MGV-GENOME-0167220: 5,993-17,415 (+)

tail length tape measure protein (CDS_0012)
transcriptional repressor (CDS_0013)

14 15

MGV-GENOME-0230824: 5,993-16,692 (+)

tail length tape measure protein (CDS_0012) 19

MGV-GENOME-0178407: 5,990-16,923 (+)

12 13 14

retron_type_VI_hth_cluster2_1 (CDS_0015)
capH (CDS_0016)

17 18 19 22

MGV-GENOME-0186003: 5,990-18,048 (+)

12 13 14

retron_type_VI_hth_cluster2_1 (CDS_0015)
capH (CDS_0016)

17 18 19

MGV-GENOME-0203281: 5,993-19,071 (+)

12 13 14

retron_type_VI_hth_cluster2_1 (CDS_0015)
capH (CDS_0016)

17 18 19 23 25

MGV-GENOME-0206299: 5,993-21,352 (+)

12 13 14 15 16

retron_type_VI_hth_cluster2_1 (CDS_0017)
capH (CDS_0018)

19 20 21 28

MGV-GENOME-0189822: 5,993-17,819 (+)

12 13 14
retron_type_VI_hth_cluster2_1 (CDS_0015)

16 17 18 19 21

MGV-GENOME-0190007: 5,993-18,102 (+)

12 13 14
DNA helicase (CDS_0015)

transcriptional repressor (CDS_0016)

17 18 phosphoadenosine phosphosulfate reductase (CDS_0020)

uvig_107896: 8,082-22,850 (+)

tail length tape measure protein (CDS_0014)
15 16 17 18 19

retron_type_VI_hth_cluster2_1 (CDS_0020)
21

22 23 24

MGV-GENOME-0187540: 5,993-18,133 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
17

18 19 20

MGV-GENOME-0203246: 5,993-18,931 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
17

18 19 20 27

MGV-GENOME-0183836: 5,993-18,423 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17

transcriptional repressor (CDS_0018)

19
20

21

MGV-GENOME-0208462: 5,993-17,836 (+)

12 13 14

retron_type_VI_hth_cluster2_1 (CDS_0015)

16

transcriptional repressor (CDS_0017)

18
19

20

MGV-GENOME-0188734: 5,993-17,987 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
17

18 19
20

21

uvig_33425: 5,993-17,898 (+)

tail length tape measure protein (CDS_0012)
13 14 15 16

retron_type_VI_hth_cluster2_1 (CDS_0017)
18

19 20 21

uvig_46979: 5,993-17,957 (+)

tail length tape measure protein (CDS_0012)

13
integrase (CDS_0014)

15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17
18 19 20

MGV-GENOME-0195899: 5,993-17,605 (+)

12 13 14

retron_type_VI_hth_cluster2_1 (CDS_0015)
16

17 18 19

MGV-GENOME-0195271: 5,993-17,975 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
17

18 19 20
cysH_IV-B_1 (CDS_0022)

23

uvig_517288: 5,994-17,780 (+)

tail length tape measure protein (CDS_0012)
13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
17

18 19 20

MGV-GENOME-0216067: 5,993-18,407 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17
transcriptional repressor (CDS_0018)

19 20

MGV-GENOME-0167146: 5,994-16,739 (+)

12 13

retron_type_VI_hth_cluster2_1 (CDS_0014)

15
transcriptional regulator (CDS_0016)

17 18

MGV-GENOME-0177691: 5,993-16,983 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17
transcriptional regulator (CDS_0018)

19 20

MGV-GENOME-0191733: 5,990-17,540 (+)

12 13 14

retron_type_VI_hth_cluster2_1 (CDS_0015)

16
transcriptional repressor (CDS_0017)

18 19

MGV-GENOME-0184508: 5,993-18,410 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17
transcriptional regulator (CDS_0018)

19 20

MGV-GENOME-0191096: 5,993-16,716 (+)

12 13

retron_type_VI_hth_cluster2_1 (CDS_0014)

15
transcriptional regulator (CDS_0016)

17 18

MGV-GENOME-0197551: 5,990-17,449 (+)

12 13 14

retron_type_VI_hth_cluster2_1 (CDS_0015)
16

17 18 1920 22

MGV-GENOME-0297523: 5,993-21,253 (+)

tail length tape measure protein (CDS_0012)
13 14 15 16 17

retron_type_VI_hth_cluster2_1 (CDS_0018)
19

20 21 22 26

MGV-GENOME-0230615: 5,993-18,446 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
17

18 19
20

2122

MGV-GENOME-0204478: 5,993-15,981 (+)

12 13
14

15 16

retron_type_VI_hth_cluster2_1 (CDS_0017)
18

19 20 21

MGV-GENOME-0207604: 5,993-21,377 (+)

12 13 14 15 16 17

retron_type_VI_hth_cluster2_1 (CDS_0018)

19
transcriptional repressor (CDS_0020)

21 22

MGV-GENOME-0208110: 5,993-21,249 (+)

12 13 14 15 16 17

retron_type_VI_hth_cluster2_1 (CDS_0018)

19
transcriptional repressor (CDS_0020)

21 22 28

MGV-GENOME-0202501: 5,993-20,265 (+)

12 13 14 15 16 17

retron_type_VI_hth_cluster2_1 (CDS_0018)
19

20 21 22

MGV-GENOME-0235384: 5,993-17,700 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
17

18 19 20

uvig_101296: 5,993-16,009 (+)

12 13 14

retron_type_VI_hth_cluster2_1 (CDS_0015)
16

17 18 19

MGV-GENOME-0187005: 5,993-17,821 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17
transcriptional repressor (CDS_0018)

19 20

MGV-GENOME-0198905: 5,993-19,372 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
17

18 19 20

MGV-GENOME-0240896: 5,993-17,300 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
17

18 19 20

MGV-GENOME-0189189: 5,993-17,713 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17
transcriptional repressor (CDS_0018)

19 20 21

MGV-GENOME-0186738: 5,994-17,016 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
17

18 19 20 21

MGV-GENOME-0184785: 5,993-17,980 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
17

18 19 20 21

MGV-GENOME-0182296: 5,993-16,861 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17
capH (CDS_0018)

19 20 21

MGV-GENOME-0230153: 5,993-25,402 (+)

12 13 14 15 16 17 18 19 20 21
retron_type_VI_hth_cluster2_1 (CDS_0022)

23 24 25

MGV-GENOME-0189976: 5,993-15,830 (+)

12 13

retron_type_VI_hth_cluster2_1 (CDS_0014)
15

16 17 18

MGV-GENOME-0178012: 5,993-16,646 (+)

12 13

retron_type_VI_hth_cluster2_1 (CDS_0014)

15
transcriptional repressor (CDS_0016)

17 18

phosphoadenosine phosphosulfate reductase (CDS_0020)

phosphoadenosine phosphosulfate reductase (CDS_0021)

MGV-GENOME-0193131: 5,993-15,933 (+)

12

retron_type_VI_hth_cluster2_1 (CDS_0013)

14
15

16 17 18 19

MGV-GENOME-0182703: 5,990-18,139 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17

transcriptional repressor (CDS_0018)

19
20

21

uvig_520398: 5,994-17,391 (+)

tail length tape measure protein (CDS_0012)
13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17
capH (CDS_0018)

192021

MGV-GENOME-0183965: 5,994-18,268 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17 18
19

20

MTase_II_00048 Type (CDS_0022)

23

MGV-GENOME-0188663: 5,994-18,617 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17 18
19

20

MGV-GENOME-0184430: 5,990-17,683 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
17

18 1920

uvig_173730: 5,994-18,024 (+)

tail length tape measure protein (CDS_0012)

13
integrase (CDS_0014)

15

retron_type_VI_hth_cluster2_1 (CDS_0016)
transcriptional regulator (CDS_0017)

18
19

20 22

MGV-GENOME-0183043: 5,994-18,130 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17 18
19

20

MGV-GENOME-0198443: 5,994-16,568 (+)

12 13

retron_type_VI_hth_cluster2_1 (CDS_0014)

15 16
17

18

uvig_13658: 5,988-14,863 (+)

12

retron_type_VI_hth_cluster2_1 (CDS_0013)

14 15
16

17

MGV-GENOME-0232780: 5,993-16,396 (+)

12 13
retron_type_VI_hth_cluster2_1 (CDS_0014)

15 16 17

MGV-GENOME-4408689: 5,994-21,645 (+)

tail length tape measure protein (CDS_0012) 13 14 15 16 17

retron_type_VI_hth_cluster2_1 (CDS_0018)

19 20
21

22

MGV-GENOME-0205405: 5,994-19,897 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
17

18 19
20

21

MGV-GENOME-0184298: 5,993-17,076 (+)

12 13 14

retron_type_VI_hth_cluster2_1 (CDS_0015)

16 17
18

19

MGV-GENOME-0187335: 5,993-17,749 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17 18
19

20

MGV-GENOME-0184247: 5,994-17,688 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)

17 18
19

20 22

MGV-GENOME-0225909: 5,993-24,195 (+)

12 13 14 15 16 17 18 19 20

retron_type_VI_hth_cluster2_1 (CDS_0021)

22 23
24

25

MGV-GENOME-0170509: 5,994-15,637 (+)

12 13

retron_type_VI_hth_cluster2_1 (CDS_0014)

15 16
17

18

MTase_II_00048 Type (CDS_0020)

21

MGV-GENOME-0157317: 5,994-13,831 (+)

12 13

MGV-GENOME-0154628: 5,990-14,077 (+)

12

MGV-GENOME-0154181: 5,994-14,033 (+)

12

MGV-GENOME-0213044: 5,993-23,619 (+)

12 13 14 1516 17 18 19

retron_type_VI_hth_cluster2_1 (CDS_0020)

21

transcriptional repressor (CDS_0022)

23
24

25

MGV-GENOME-0201475: 5,993-21,172 (+)

12 13 14 1516 17 18 19

MGV-GENOME-0202201: 5,993-21,310 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
17

18 19 20

MGV-GENOME-0217960: 5,990-23,903 (+)

12 13 14 1516 17 18

retron_type_VI_hth_cluster2_1 (CDS_0019)
20

21 22
23

24
25

2627

uvig_445247_: 5,993-21,671 (+)

tail length tape measure protein (CDS_0012) 13 14 15
integrase (CDS_0016)

17

retron_type_VI_hth_cluster2_1 (CDS_0018)
19

20 21
22

2324

MGV-GENOME-0211564: 5,990-22,080 (+)

12 13 14 15 16 17

retron_type_VI_hth_cluster2_1 (CDS_0018)
transcriptional repressor (CDS_0019)

20 21 22 23

MGV-GENOME-0185578: 5,993-17,901 (+)

12 13 14 15
16

17

MGV-GENOME-0175602: 5,993-16,062 (+)

12
transcriptional regulator (CDS_0013)

14 15

MGV-GENOME-0154655: 5,646-13,815 (+)

11

retron_type_VI_hth_cluster2_1 (CDS_0012)
13

14 15 16

MGV-GENOME-0150933: 5,342-13,019 (+)

10 11 12 13

MGV-GENOME-0157260: 5,993-15,748 (+)

12 13 14

MGV-GENOME-0153073: 5,993-15,253 (+)

12 13

MGV-GENOME-0155771: 5,993-15,610 (+)

12 13 19

MGV-GENOME-0151960: 5,993-13,451 (+)

12 13 14

MGV-GENOME-0153364: 5,993-13,961 (+)

12 13 14

MGV-GENOME-0171099: 5,993-17,705 (+)

12 13 14 15

MGV-GENOME-0159405: 5,993-15,213 (+)

DNA methyltransferase (CDS_0012) 13 14

MGV-GENOME-0152159: 5,990-15,131 (+)

12 13 14 21

MGV-GENOME-0155189: 5,993-13,883 (+)

12 13 15

MGV-GENOME-0157722: 5,990-16,151 (+)

12 13 1415 16 23

MGV-GENOME-0163094: 6,452-16,527 (+)

12
phosphoadenosine phosphosulfate reductase (CDS_0014)

15

MGV-GENOME-0156319: 5,993-14,698 (+)

12 13 14

MGV-GENOME-0144342: 5,990-13,168 (+)

12

MGV-GENOME-0145280: 5,993-12,846 (+)

12
13

MGV-GENOME-4361036: 5,990-13,472 (+)

12 13

MGV-GENOME-0181262: 5,994-18,807 (+)

12 13 14 1516

MGV-GENOME-0167498: 5,993-14,435 (+)

12
retron_type_VI_hth_cluster2_1 (CDS_0013)

14 15

MGV-GENOME-0157834: 5,993-14,576 (+)

12
retron_type_VI_hth_cluster2_1 (CDS_0013)

14 15

MGV-GENOME-0154543: 5,993-14,805 (+)

12

capH (CDS_0013)
14

15 16

MGV-GENOME-0154333: 5,993-15,444 (+)

12

capH (CDS_0013)
14

1516 17 18

MGV-GENOME-0156244: 5,993-14,031 (+)

12 13 14

SAMEA1906581_a1_ct13399_vs1: 5,990-16,625 (+)

tail length tape measure protein (CDS_0012)

13
1415

16 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0018)

MGV-GENOME-0199028: 5,993-18,215 (+)

12
DNA invertase (CDS_0013)

14

retron_type_VI_hth_cluster2_1 (CDS_0015)

16171819

uvig_279455: 5,990-14,068 (+)

12131415

MGV-GENOME-0197667: 5,993-18,588 (+)

12
DNA invertase (CDS_0013)

14

retron_type_VI_hth_cluster2_1 (CDS_0015)

16 17
18

19

MGV-GENOME-0170521: 5,646-15,966 (+)

DNA invertase (CDS_0011)
12

retron_type_VI_hth_cluster2_1 (CDS_0013)

14151617

MGV-GENOME-0205364: 5,993-21,722 (+)

12 13 14 15
DNA invertase (CDS_0016)

retron_type_VI_hth_cluster2_1 (CDS_0017)
transcriptional repressor (CDS_0018)

192021

MGV-GENOME-0187835: 5,993-18,732 (+)

12 13 14 15

retron_type_VI_hth_cluster2_1 (CDS_0016)
capH (CDS_0017)

18

MGV-GENOME-0174479: 5,993-16,538 (+)

12 13

retron_type_VI_hth_cluster2_1 (CDS_0014)
capH (CDS_0015)

16

MGV-GENOME-0265561: 5,993-18,209 (+)

12 13 14

retron_type_VI_hth_cluster2_1 (CDS_0015)
capH (CDS_0016)

17

MGV-GENOME-0203939: 5,993-20,265 (+)

12 13 14 15 16 17 18 1920

MGV-GENOME-0288642: 5,993-20,382 (+)

tail length tape measure protein (CDS_0012) 13 14 15 16 17 18

MGV-GENOME-0201142: 5,993-19,764 (+)

12 13 14 15 16 17 18

MGV-GENOME-0180308: 5,993-16,768 (+)

12 13 14 15

MGV-GENOME-0313412: 5,993-24,853 (+)

tail length tape measure protein (CDS_0012) 13 14 15 16 17 18 19 20 21

retron_type_VI_hth_cluster2_1 (CDS_0022)
23

24 25 26

MGV-GENOME-0230307: 5,993-23,791 (+)

12 13 14 15 16 17 18 19 20 21

retron_type_VI_hth_cluster2_1 (CDS_0022)
23

24 25 26

MGV-GENOME-0241475: 5,993-22,731 (+)

12 13 14 15 16 17 18 19 20

retron_type_VI_hth_cluster2_1 (CDS_0021)
22

23 24 25

MGV-GENOME-0208198: 5,967-21,015 (+)

13 14 15 16 17 18 19

retron_type_VI_hth_cluster2_1 (CDS_0020)
21

22 23 24

MGV-GENOME-0300418: 5,993-21,646 (+)

tail length tape measure protein (CDS_0012) 13 14 15 16 17 18

retron_type_VI_hth_cluster2_1 (CDS_0019)
20

21 22 23

MGV-GENOME-0183371: 5,993-17,189 (+)

12 13 14 18

MGV-GENOME-0174236: 5,993-16,747 (+)

12 13

MGV-GENOME-0204313: 5,993-23,373 (+)

12 13 14 15 16 17
drt-UG17 DRT (CDS_0018)

19 20 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0025)

MGV-GENOME-0198322: 5,993-22,315 (+)

12 13 14 15 16 17 18 19

MGV-GENOME-0182156: 5,968-17,422 (+)

12

DNA invertase (CDS_0013)
retron_type_VI_hth_cluster2_1 (CDS_0014)

15

capH (CDS_0016)
17

18 24

MGV-GENOME-0230017: 5,990-25,383 (+)

tail length tape measure protein (CDS_0012) 13 14 15 16 17 18 19

retron_type_VI_hth_cluster2_1 (CDS_0020)
transcriptional repressor (CDS_0021)

22 23 24 29

MGV-GENOME-0205764: 5,993-21,080 (+)

12 13 14 15
transcriptional repressor (CDS_0016)

17 18 19

MGV-GENOME-0180810: 5,990-16,894 (+)

12
DNA invertase (CDS_0013)

retron_type_VI_hth_cluster2_1 (CDS_0014)

15

transcriptional regulator (CDS_0016)

17 18

MGV-GENOME-0196306: 5,646-13,567 (+)

11

retron_type_VI_hth_cluster2_1 (CDS_0012)
13

14 15 16

MGV-GENOME-0208722: 6,141-22,512 (+)

12 13 14 15 16 17 18

retron_type_VI_hth_cluster2_1 (CDS_0019)

20
transcriptional repressor (CDS_0021)

2223 25

MGV-GENOME-0146971: 5,994-14,875 (+)

12 13

MGV-GENOME-0151034: 5,994-15,401 (+)

12 13

MGV-GENOME-0163312: 5,990-16,892 (+)

12 13 14
15

MGV-GENOME-0149793: 5,993-13,162 (+)

12 13

MGV-GENOME-0146065: 5,992-14,601 (+)

13 14

MGV-GENOME-0143590: 5,990-14,530 (+)

12

MGV-GENOME-0156909: 5,993-17,080 (+)

12 13

MGV-GENOME-4366466: 5,993-16,273 (+)

tail length tape measure protein (CDS_0012) 13

MGV-GENOME-0153149: 5,994-15,543 (+)

12 13 20

MGV-GENOME-0147603: 5,990-15,878 (+)

12 13 16

MGV-GENOME-0193321: 5,994-21,592 (+)

12 13 14 15 1617 18 19 20

MGV-GENOME-0206515: 5,994-23,900 (+)

12 13 14 1516 17 18 19 20

MGV-GENOME-0179934: 5,994-19,530 (+)

12 13 14 15
16

17

MGV-GENOME-0149112: 5,993-16,052 (+)

12 13 14 15 DS-15__DS-15A (CDS_0020)

10000 nt

DNA, RNA and nucleotide metabolism connector integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


