RT_III-AM_III-B_2 (CDS_0022)
24
21 23 [25 26 endolysin (CDS_0027) 28 29 30

i
|
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MGV-GENOME-4385244:16,191-24,249 (+)

25 26 endolysin (CDS_0027) 28 29
S gy WO, W R W S Vo W o W
MGV-GENOME-0177204:16,191-24,251 (+)

24 25  endolysin (CDS_0026) 27 28 29 30

uvig_410506: 16,191-26,358 (+)
RM_Type_| |_TYM'MM_2 (CDS_0028)

18 23 24 endolysin (CDS_0025) 26 27 29 30
1 Y O I — [ ' I
MGV-GENOME-0202522: 16,649-27,027 (+)
DNA methyltransferase (CDS_0026)

23 24 endolysin (CDS_0025) 27 28
e I O I — I I
MGV-GENOME-0189083: 16,752-25,756 (+)

DNA primase (CDS_0028)

25 26 endolysin (CDS_0027) 29 30 31 32 terminase small subunit (CDS_0033)

N — I ' I

MGV-GENOME-0204925:16,823-27,094 (+)
holin (CDS_0025)

23 24 | 26 27 28
[ S gy W, W g W/ W 4y W oy W

MGV-GENOME-0194410:16,771-24,031 (+)
holin (CDS_0026)

24 25 | endolysin (CDS_0027) 28
e~ ——————————— ] N —— [ — I
MGV-GENOME-0178346: 16,279-24,424 (+)
holin (CDS_0025)
23 24 | 26
| I S S

MGV-GENOME-0169106:16,771-23,070 (+)

holin (CDS_0025) Retron_VI_HTH (CDS_0027)
23 24 endolysin (CDS_0026) 28
e | S O — I I

MGV-GENOME-0185787:16,622-25,563 (+)

holin (CDS_0025)
23 24 endolysin (CDS_0026) 27 28

MGV-GENOME-0228044: 16,751-25,568 (+)
holin (CDS_0025)
23 24 | endolysin (CDS_0026) 27

MGV-GENOME-0182341:16,647-24,283 (+)
holin (CDS_0026)
24 25 endolysin (CDS_0027)

N
o<}

29 terminase small subunit (CDS_0030)

MGV-GENOME-0191418:16,701-26,481 (+)

holin (CDS_0026)
24 25 endolysin (CDS_0027) 28 terminase small subunit (CDS_0029)

MGV-GENOME-0228271:16,700-24,802 (+)
holin (CDS_0003)

5 4 | endolysin (CDS.0002) 1
e ——————————————————w— - " &, | I
MGV-GENOME-0169587:3-7,553 ()
holin (CDS_0025) oMTase_00015 orphan (CDS_0029)
23 24 [ endolysin (CDS_0026) DNA primase (CDS_0027) 28 30 31

MGV-GENOME-0214824:16,647-27,537 (+)
holin (CDS_0025)

23 24 | endolysin (CDS_0026) 27 28
e ———————————— I S SN NN S S I I I
uvig 403557: 16,795-26,255 (+)
23 24 25 27

—
MGV-GENOME-0167674:16,157-22,761 (+)

. " EEE—— E—
MGV-GENOME-0169165:16,641-23,078 (+)

holin (CDS_0024)
distal tail protein Dit 17 22 23 | endolysin (CDS_0025) 26

MGV-GENOME-0179930: 13,983-24,653 (+)
holin (CDS_0024)
22 23 | endolysin (CDS_0025)

MGV-GENOME-0168980: 13,674-22,802 (+)
PDC-M64C_WP_110053925.1 (CDS_0029)

holin (CDS_0025) oMTase_00015 orphan (CDS_0032)
23 24 endolysin (CDS_0026) 27 28 | 3031 | 33 34
e - — ;. | —_—— S I I

uvig_384630:14,610-27,201 (+)
DS-15__DS-15A (CDS_0052)
47 48 endolysin (CDS_0049) 50 51 ParB-like partition protein (CDS_0053)

!#

IMGVR_UViG_3300045988_104010|3300045988|Ga0495776_110323:32,292-41,572 (+)
17 18 19 20 22
— ! ——— §— 71— — 1 —]

IMGVR_UViG_3300045988_091981|3300045988|Ga0495776_176578:13,343-21,054 (+)
5000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis other tail unknown function defence (DefenseFinder) defence (PADLOC)
— I L]




