RecT-like ssDNA annealing protein (CDS_0047) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0055)
Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_|l (CDS_0046) hydrolase (CDS_0050) DnaD-like helicase loader (CDS_0060)
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IMGVR_UViG_3300007105_000266|3300007105|Ga0102630_100120[4819-64154:32,331-42,939 (+)
RM_Type_ll_Type_ll_MTases FAM_0 (CDS_0051)
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IMGVR_UViG_3300045988_041207(3300045988|Ga0495776_007923: 32,007-43,550 (+)
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IMGVR_UViG_3300045988_070098|3300045988|Ga0495776_007924:31,966-43,553 (+)
RM_Type_| II __Type_ll_MTases_FAM_2 (CDS_ 0054)
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IMGVR_UViG_3300029543 000005|3300029543|Ga0244989_100454: 32,802-44,705 ( )
RM_Type_ll__Type_ll_MTases_FAM_2 (CDS_0054)
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MGV-GENOME-0327738: 32,720-43,747 (+)

phosphoadenosine phosphosulfate reductase (CDS_0050)
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IMGVR_UViG_3300045988_065002|3300045988|Ga0495776_036061: 30,988-44,248 (+)
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uvig_214902:33,619-44,667 (+)

RM_Type_ll__Type_ll_MTases_FAM_2 (CDS_0056)

letA_00002 (CDS_0058) DnaD-like helicase loader (CDS_0065)
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IMGVR_UViG_3300045988_079341[3300045988|Ga0495776_020053: 31,652-46,040 (+)
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IMGVR_UViG_3300045988 097117|3300045988|Ga0495776_141802:31,652-41,259 (+)
RM_Type_ll__Type_ll_MTases_FAM_0 (CDS_0053)
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OTU_647:31,837-45,307 (+)

RM_Type_ll_Type_ll_MTases_FAM_0 (CDS_0053)
RNA-binding protein (CDS_0057)
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MGV-GENOME-0335032: 31,578-45,893 (+)
RM_Type_ll_Type_ll_MTases_FAM_0 (CDS_0054)
virion structural protein (CDS_0055)
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MGV-GENOME-0333327:31,708-45,655 (+)
RM_Type_ll__Type_ll_MTases_FAM_0 (CDS_0054)

virion structural protein (CDS_0055)
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IMGVR_UViG_3300045988_081500|3300045988|Ga0495776_020270:31,708-45,655 (+)
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RNA-binding protein (CDS_0057)
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MGV-GENOME-0332856: 32,254-46,708 (+)

RM_Type_lI_Type_ll_MTases_FAM_0 (CDS_0054)
RNA-binding protein (CDS_0058)
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DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)
N

virulence (VFDB) anti-defence (dbAPIS)




