
IMGVR_UViG_3300045988_162688|3300045988|Ga0495776_052843: 53,846-65,330 (+)

44 45 46
thymidine kinase (CDS_0047)

48

HEase_00016 homing (CDS_0049)

50
DNA methyltransferase (CDS_0051)

52 53 DNA polymerase (CDS_0054)

uvig_73973: 52,342-63,847 (-)

HEase_00016 homing (CDS_0078)

MGV-GENOME-0371602: 39,256-51,256 (+)

HEase_00016 homing (CDS_0034)
HEase_00016 homing (CDS_0035)

MGV-GENOME-0360715: 52,787-63,439 (+)

46 HEase_00016 homing (CDS_0047)

MGV-GENOME-0360675: 51,076-58,485 (+)

anaerobic ribonucleotide reductase small subunit (CDS_0041)
HNH endonuclease (CDS_0046) 47

Rampelli_SM_32_NODE_63_length_113036_cov_9.440295: 55,461-68,413 (+)

47
HNH endonuclease (CDS_0048)

49

anaerobic ribonucleoside reductase large subunit (CDS_0053)

homing endonuclease (CDS_0054)
NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0055)

60

5000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)


