
uvig_178929: 19,253-33,725 (+)

23

baseplate wedge subunit (CDS_0024)
baseplate wedge subunit (CDS_0025)

tail protein (CDS_0026)
tail fiber protein (CDS_0027)

28 29

MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0030)

31
integrase (CDS_0032)

33 34 35

transcriptional regulator (CDS_0036)

37
RecT-like ssDNA annealing protein (CDS_0038)

SAMEA1906546_a1_ct61104_vs1: 19,906-32,688 (+)

28

MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0029)

30
DNA invertase (CDS_0031)

33 exonuclease (CDS_0038)

uvig_205000: 19,102-37,239 (+)

28 29 30 31 32
MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0033)

34 integrase (CDS_0035)

uvig_116445: 19,157-36,927 (+)

28 29 30 31 32 33
MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0034)

35 integrase (CDS_0036) 38

uvig_181764: 19,239-36,253 (+)

28 29 30 31 32 33
MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0034)

35 integrase (CDS_0036)

uvig_213109: 19,331-41,130 (+)

29 30

MecI_of_mecA-NCBIFAM mecA-type methicillin resistance repressor MecI (NF000243.1) (CDS_0031)

32 33 34 35 36 37 38 39
MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0040)

41 integrase (CDS_0042)

uvig_158520: 19,149-40,848 (+)

integrase (CDS_0028)
29

MecI_of_mecA-NCBIFAM mecA-type methicillin resistance repressor MecI (NF000243.1) (CDS_0030)

31 32 33 34 35
MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0036)

37 integrase (CDS_0038)

uvig_105973: 19,259-45,925 (+)

28 29 30

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0031)

32 33

MecI_of_mecA-NCBIFAM mecA-type methicillin resistance repressor MecI (NF000243.1) (CDS_0034)

35 36 37 38 39
MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0040)

41 integrase (CDS_0042)

MGV-GENOME-0270969: 19,245-26,483 (+)

28
29

uvig_170502: 19,245-27,430 (+)

28 integrase (CDS_0029)

uvig_366960: 19,119-29,773 (+)

MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0028)
29 integrase (CDS_0030)

MGV-GENOME-0288287: 18,947-28,670 (+)

24
tail fiber protein (CDS_0029)

30 DNA invertase (CDS_0031)

MGV-GENOME-0293280: 19,513-26,668 (+)

tail fiber protein (CDS_0027)
29

IMGVR_UViG_3300045988_038421|3300045988|Ga0495776_184653: 19,406-28,568 (+)

30

uvig_9018: 19,213-38,935 (+)

28 29
30

hemolysin (CDS_0031)

32

endolysin (CDS_0033)

34
35

36 37 38 39 40 41

MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0042)

43 integrase (CDS_0044)

MGV-GENOME-0315516: 19,213-32,472 (+)

28 29
30

31 32

endolysin (CDS_0033)

34
35

36 37 38 39 40

IMGVR_UViG_3300045988_053064|3300045988|Ga0495776_178354: 19,377-34,659 (+)

28 29
30

31
32

hemolysin (CDS_0033)

34

endolysin (CDS_0035)

36
37

3839 40 41 42 43

IMGVR_UViG_3300029027_000003|3300029027|Ga0169621_100291: 19,195-39,890 (+)

28 29 30 31 32
33

34
35

hemolysin (CDS_0036)

37

endolysin (CDS_0038)

39
40

41 42 43 44 45 46

MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0047)

48 integrase (CDS_0049)

10000 nt
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