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IMGVR_UViG_7000000563_000001|7000000563|SRS014124 WUGC _scaffold_25712:16,553-24,511 (+)

PDC-M69A_WP_216276383.1 (CDS_0027) PDC-M11B_WP_204471233.1 (CDS_0033)
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IMGVR_UViG_3300045988_168446|3300045988|Ga0495776_101304:17,717-28,134 (+)

DNA binding protein (CDS_0043)
37 38 39 41 42 44 45 46 47 48  PDC-M69A WP_216276383.1(CDS_0049)
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