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MGV-GENOME-0316411:37,146-42,574 (+)
52 53 54 60 61 62 63 64 66
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MGV-GENOME-0321322:40,745-47,064 (+)

55 58 60 62 63 64 65 67
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uvig_587193:32,561-38,323 (+)

73 74 75 80 83 84 85
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MGV-GENOME-0347564:46,467-50,238 (+)

77 78 80 81 82 85 86 87 88 89 9091

uvig_125871:62,955-71,038 (+)
74 75 76 77 78

MGV-GENOME-0351152:45,936-54,019 (+)
nucleoside triphosphate pyrophosphohydrolase (CDS_0079)
77 78 81
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uvig 459440 :48,297-53,241 (+)

71 72 nucleoside triphosphate pyrophosphohydrolase (CDS_0073)

MGV-GENOME-0336367:43,911-48,918 (+)
60 61 65 66 nucleoside triphosphate pyrophosphohydrolase (CDS_0067)
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MGV-GENOME-0343243:42,748-47,576 (+)

79 80 82
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MGV-GENOME-0325119:49,886-54,198 (+)
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uvig_586505:45,751-50,029 (+)
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other unknown function
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