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uvig_586505:21,607-27,086 (+)
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MGV-GENOME-0331395: 20,943-26,267 (+)
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MGV-GENOME-0335719: 24,259-28,709 (+)
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MGV-GENOME-0325119: 24,950-27,991 (+)
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uvig_125871:42,295-45,378 (+)
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MGV-GENOME-0351152: 25,276-28,359 (+)
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MGV-GENOME-0322763:6,037-11,332 (+)

23 24 30 transposase (CDS_0033) 34
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MGV-GENOME-0332627:21,494-28,799 (+)
18 transposase (CDS_0021)
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MGV-GENOME-0316411:15,276-20,822 (+)
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