
uvig_340959: 10,218-36,901 (+)

ATPase (CDS_0014)
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tail protein (CDS_0028)
29 30

tail length tape measure protein (CDS_0031)
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MGV-GENOME-0213478: 10,219-26,998 (+)

20 21 22

uvig_540730: 9,647-29,299 (+)

16 20 21 22
tail protein (CDS_0023)

24

MGV-GENOME-0203109: 9,647-25,140 (+)

20 21

uvig_256994: 10,338-32,172 (+)

16 19 22 23 24 25 26
tail protein (CDS_0027)

28

MGV-GENOME-0246383: 10,275-32,721 (+)

18 21 22 23 24
tail protein (CDS_0025)

26

MGV-GENOME-0244330: 10,196-32,422 (+)

17 20 22 23 24 25
tail protein (CDS_0026)

27

MGV-GENOME-0243491: 10,196-32,296 (+)

22 23 24 25
tail protein (CDS_0026)

27

MGV-GENOME-0222425: 10,196-28,544 (+)

22 23
tail protein (CDS_0024)

25

MGV-GENOME-0338011: 10,426-38,703 (+)

23 24
tail length tape measure protein (CDS_0025)

26

endolysin (CDS_0027)

28 29 30 31 32 33

MGV-GENOME-0258614: 11,148-34,771 (+)

19
CI-like repressor (CDS_0022)

23 24 25

PDC-S02_WP_011937941.1 (CDS_0026)

27 28
tail protein (CDS_0029)

30

SAMN09781689_a1_ct9300_vs1: 10,163-38,048 (+)

22 23 24 25 26 27 28 29 30 31 32 33
tail protein (CDS_0034)

35 38

uvig_354478: 9,651-23,172 (+)

19 20 23

MGV-GENOME-0246652: 9,698-32,765 (+)

20 21 22 23 24 25 26 27
tail protein (CDS_0028)

29

MGV-GENOME-0314433: 10,262-28,663 (+)

21 22 23 24 25 26 27

MGV-GENOME-0230936: 9,300-28,243 (+)

11 17 18
tail protein (CDS_0019)

20

MGV-GENOME-0243252: 9,672-26,027 (+)

11 17 18

MGV-GENOME-0259590: 15,286-32,752 (+)

21 22 23
tail protein (CDS_0024)

25 28 32 33

MGV-GENOME-0301293: 11,066-25,483 (+)

21

MGV-GENOME-0210533: 10,989-26,750 (+)

20
21

23 24 25

Rampelli_10010_NODE_509_length_31667_cov_10.428129: 10,989-28,577 (+)

23 24 25

MGV-GENOME-0246381: 11,807-31,795 (+)

23 24 25 26 27

MGV-GENOME-0274556: 10,901-31,913 (+)

20 22 23
Dnd_ABCDEFGH__DptG (CDS_0024)

Dnd_ABCDEFGH__DptF (CDS_0025) 26

MGV-GENOME-0303360: 11,257-36,638 (+)

23 24 25 26 27 28
29

30 31 32 33 34 35

uvig_414078: 11,257-35,653 (+)

23 24 25 26 27 28 29 30

MTase_II_00157 Type (CDS_0031)
amidase (CDS_0032)

33
34 35

10000 nt

integration and excision lysis other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


