
SAMN09781689_a1_ct9300_vs1: 9,982-15,751 (+)

13
ATPase (CDS_0014)

15 16 1718 19 20 21

uvig_414078: 9,493-15,894 (+)

16 19 20 21

MGV-GENOME-0258614: 10,068-15,987 (+)

14 18 19 20

uvig_256994: 9,463-15,400 (+)

16 19 20

MGV-GENOME-0314433: 10,080-15,386 (+)

18 19

MGV-GENOME-0274556: 9,684-16,293 (+)

11 16 17 19 20

Rampelli_10010_NODE_509_length_31667_cov_10.428129: 8,839-15,350 (+)

16 17 19 20
21

MGV-GENOME-0213478: 8,390-15,470 (+)

9 10 14 18

uvig_441946_: 8,382-16,165 (+)

14 21

MGV-GENOME-0230936: 7,647-22,917 (+)

13 17 18
tail protein (CDS_0019)

20 21

MGV-GENOME-0246381: 10,043-29,504 (+)

19 20
21

23 24 25 26 27 tail length tape measure protein (CDS_0029)

MGV-GENOME-0184509: 8,611-22,435 (+)

ATPase 19 20 21
22

23 24 25 26 27

uvig_534113: 7,806-22,059 (+)

CI-like repressor (CDS_0018) 19 21 22

uvig_484787: 7,849-15,820 (+)

14 19 20

MGV-GENOME-0290675: 7,802-29,232 (+)

CI-like repressor (CDS_0019)
20 21 22 23 24 25

tail length tape measure protein (CDS_0027)
28

MGV-GENOME-0290302: 7,802-29,147 (+)

CI-like repressor (CDS_0019)
20 21 22 23 24 25

uvig_129027: 7,817-31,617 (+)

18 19 20 21 22 23 24
endolysin (CDS_0025)

26 27 28

MGV-GENOME-0238115: 7,817-30,859 (+)

CI-like repressor (CDS_0018)
19 20 21 22 23

endolysin (CDS_0024)
25 26 27

MGV-GENOME-0274516: 7,866-34,580 (+)

12 19 20
HNH endonuclease (CDS_0021)

22 23 24 25 26
endolysin (CDS_0027)

28 29 30

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other tail transcription regulation unknown function


