ATPase (CDS_0014)
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Rampelli_10010_NODE 509 length 31667_cov_10.428129: 8,839-15,350 (+)
9 10 14 18
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14 21

uvig 441946 :8,382-16,165 (+)
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20 21 22 23 24 25

§*
g
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endolysin (CDS_0025)
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HNH endonuclease (CDS_0021) endolysin (CDS_0027)
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