baseplate wedge subunit (CDS_0022) tail fiber chaperone (CDS_0027)

baseplate spike (CDS_0020) tail protein (CDS_0024) tail fiber assembly protein (CDS_0026) DNA invertase (CDS_0029) toxin (CDS_0033)
tail protein (CDS_0021) 23 tail fiber protein (CDS_0025) tail fiber protein (CDS_0028) 30 31 32 HTH DNA binding protein (CDS_0034)

IMGVR_UViG_2627853910_000001(2627853910|2627898948: 14,151-25,614 (+)
tail fiber assembly protein (CDS_0023)
tail fiber chaperone (CDS_0024) DNA invertase (CDS_0026)

tail fiber protein (CDS_0022) \ tail fiber protein (CDS_0025)
7 e ———————— I I — I

MGV-GENOME-0267217:14,147-25,466 (+)
tail fiber assembly protein (CDS_0024)
tail fiber chaperone (CDS_0023)
tail fiber protein (CDS_0025)
tail fiber protein (CDS_0022) 26

~
#

TemPhD_cluster_59144: 14,147-25,594 (+)
tail fiber assembly protein (CDS_0024)
tail fiber chaperone (CDS_0023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025)

uvig_53828:14,147-25,589 (+)
tail fiber assembly protein (CDS_0024)

tail fiber assembly protein (E‘ DS_0023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025)
e I — I I — I

MGV-GENOME-0304195: 14,147-25,638 (+)
tail fiber assembly protein (CDS_0024)
tail fiber assembly protein (EDS_0023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025)

TemPhD_cluster_47371_:14,147-25,479 (+)
tail fiber assembly protein (CDS_0023)
tail fiber chaperone (CDS_0024)
tail fiber protein (CDS_0022) \ 25 DNAinvertase (CDS_0026)

IMGVR_UViG_2740892231_000005|2740892231|2740960188: 14,147-25,552 (+)
tail fiber assembly protein (CDS_0024)

tail fiber chaperone (CDS_0023)
tail fiber protein (CDS_0022)

25 DNA invertase (CDS_0026)

!#
.

IMGVR_UViG_2802429253_000004|2802429253]2802452538: 14,140-25,353 (+)
tail fiber assembly protein (CDS_0024)

tail fiber assembly protein (CDS_0023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025) toxin (CDS_0030)

IMGVR_UViG_3300045988_153230|3300045988|Ga0495776_028278: 14,147-25,695 (+)
tail assembly chaperone (CDS_0024)
tail fiber chaperone (CDS_0023)
tail fiber protein (CDS_0025)
tail fiber protein (CDS_0022) \ 26

ﬂ%
#

TemPhD_cluster_60984: 14,147-25,608 (+)
tail fiber assembly protein (CDS_0024)
tail fiber assembly protein (CDS_0023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025,

|
!

TemPhD_cluster_23279:14,147-25,648 (+)
tail fiber assembly protein (CDS_0024)
tail fiber assembly protein (CDS_0023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025,

|
y

TemPhD_cluster_29056: 14,147-25,553 (+)

tail fiber assembly protein (CDS_0024)
tail fiber assembly protein (CDS.0023) DNA invertase (CDS_0026)

tail fiber protein (CDS_0022) tail fiber protein (CDS_0025i 28

TemPhD_cluster_47478_:14,147-25,523 (+)
tail fiber assembly protein (CDS_0024)
tail fiber chaperone (CDS_0023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0025

22

TemPhD_cluster_29028: 14,147-25,362 (+)
tail fiber assembly protein (CDS_0024)
tail fiber assembly protein (CDS_0023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025)

!ﬁ

TemPhD_cluster_31499:14,147-25,518 (+)
tail fiber assembly protein (CDS_0024)
tail fiber assembly protein (EDS_OOZS) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tall fiber protein (CDS_0025)

IMGVR_UViG_3300045988_155985|3300045988|Ga0495776_018332:14,147-25,517 (+)
tail fiber assembly protein (CDS_0023)
tail fiber protein (CDS_0022) tail fiber chaperone (CDS_0024) DNA invertase (CDS_0025)

TemPhD_cluster 47207: 14,147-25,636 (+)
tail fiber assembly protein (CDS_0024)
tail fiber assembly protein (CDS_0023)
tall fiber protein (CDS_0025)
tail fiber protein (CDS_0022) \ 26

TemPhD_cluster_11258: 14,147-25,603 (+)
tail fiber assembly protein (CDS_0024)
tail fiber assembly protein (CDS_0023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025)

TemPhD_cluster_34857:14,147-25,886 (+)
tail fiber assembly protein (CDS_0023)
tail fiber assembly protein (CDS_0024) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) \ tail fiber protein (CDS_0025)

TemPhD_cluster_34852: 14,147-25,886 (+)
tail fiber assembly protein (CDS_0024)
22 tail fiber assembly protein (EDS_0023) DNA invertase (CDS_0025)

TemPhD_cluster_34998:14,147-25,359 (+)
tail fiber assembly protein (CDS_0024)
tail fiber assembly protein (CDS_0023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025)

!

TemPhD_cluster_28962:14,147-25,693 (+)
tail fiber assembly protein (CDS_0023)
tail fiber assembly protein (CDS_0024) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) \ tail fiber protein (CDS_0025)

I —— e — —— E——
TemPhD_cluster_47665_:14,147-25,524 (+)

tail fiber chaperone (CDS_0024)
tail fiber chaperone (CD§‘_0023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025)

!

TemPhD_cluster_ 47906: 14,147-25,446 (+)
tail fiber assembly protein (CDS_0024)
tail fiber chaperone (CDS_0023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025,

TemPhD_cluster_47410_:14,147-25,362 (+)
tail fiber assembly protein (CDS_0023)
tail fiber protein (CDS_0025)

22 tail fiber chaperone (CDS_0024) 26
1 S N — I I [ — I

TemPhD_cluster_59019: 14,134-25,325 (+)
tail fiber assembly protein (CDS_0024)
tail fiber assembly protein (CDS_0023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025)

Ny
.

TemPhD_cluster_23294: 14,147-25,686 (+)

tail fiber chaperone (CDS_0023)
tail fiber protein (CDS_0025)
tail fiber protein (CDS_0022) tail fiber chaperone (CDS_0624) 26

TemPhD_cluster_59256: 14,147-25,696 (+)

tail fiber assembly protein (CDS_0023)
tail fiber chaperone (CDS_0024) DNA invertase (CDS_0026)

|

tail fiber protein (CDS_0022) \ tail fiber protein (CDS_0025)
1 A — I I — I

TemPhD_cluster_22697:14,147-25,447 (+)
tail fiber assembly protein (CDS_0024)
tail fiber chaperone (CDS_0023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025)

{
:
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IMGVR _UViG_2597490154 000001(2597490154|2597522019: 14,147-25,693 (+)
tail assembly chaperone (CDS_0025)
tail fiber chaperone (CDS_0026)
tail fiber protein (CDS_0024) \ DNA invertase (CDS_0027)

E#

e I N S I I I — I
IMGVR_UViG_2529292906_000010|2529292906|2529367025: 14,145-24,726 (+)
tail fiber assembly protein (CDS_0025)
tail fiber chaperone (CD§_0024)
tail fiber protein (CDS*0623) DNA invertase (CDS_0027)
tail fiber protein (CDS_0022) \ tail fiber protein (CDS_0026)
1 | I — I I — I

IMGVR_UViG_2654588181_000001|2654588181]2654642051: 14,147-25,634 (+)
tail fiber assembly protein (CDS_0025)
tail fiber chaperone (CDS_0024)

tail fiber protein (CDS_0023) DNA invertase (CDS_0027)
tail fiber protein (CDS_0022) \ tail fiber protein (CDS_0026)

i#
-

uvig 429141:14,147-25,697 (+)
tail fiber assembly protein (CDS_0024)
22 tailfiber chaperone (CDS_0023) 25 26

TemPhD_cluster_58628:14,147-25,360 (+)
tail assembly chaperone (CDS_0024)
tail fiber chaperone (CDS_0025)
tail fiber protein (CDS_0023) DNA invertase (CDS_0027)
tail fiber protein (CDS_0022) \ tail fiber protein (CDS_OOZg)

TemPhD_cluster_47516_: 14,147-25,580 (+)
tail collar fiber protein (CDS_0022) DNA invertase (CDS_0023)

E— e E— ————
IMGVR_UViG_2698536573 000002(2698536573|2698570673:14,147-21,874 (+)

tail fiber protein (CDS_0022) DNA invertase (CDS_0023)

" —— ——
IMGVR_UViG_3300045988_149348|3300045988|Ga0495776_094697:14,147-22,578 (+)
22 23 24

TemPhD_cluster_16929: 14,148-23,234 (+)
tail fiber assembly protein (CDS_0023)
tail fiber assembly (CD%_0022)
tail fiber protein (CDS_0021) \ DNA invertase (CDS_0024)

]
|

IMGVR_UViG_2778261458 000002|2778261458|2778311971: 14,390-24,837 (+)
tail fiber protein (CDS_0022) 23

I I — I
TemPhD_cluster_40449:14,147-24,004 (+)

tail fiber protein (CDS 0022) 23 DNA invertase (CDS_0024)

TemPhD_cluster_25509: 13,879-22,723 (+)
tail fiber assembly protein (CDS_0023)

DY PTOE

tail protein (CDS_0016) tail fiber chaperone (CDS_0024) DNA invertase (CDS_0026)
17 tail fiber protein (CDS_0022) \ tail fiber protein (CDS_0025)
g SRD F/ , F  S S y gy WS W/ gy W

MGV-GENOME-0305630: 13,144-25,735 (+)
tail fiber chaperone (CDS_0023)
tail fiber chaperone (CDS_0024)
tail fiber protein (CDS_0025)
tail fiber protein (CDS_0022) 26

!#

| 5 S I
TemPhD_cluster_50392: 14,147-25,449 (+)

tail fiber protein (CDS_0024)
tail protein (CDS_0022) 23 tail fiber assembly protein (CDS_0025)

!*

— — —
IMGVR_UViG_3300045988_142044|3300045988|Ga0495776_029904:14,147-24,711 (+)

tail fiber protein (CDS_0024)
tail protein (CDS_0022) 23 tail fiber chaperone (CDS_0025)

!#

TemPhD_cluster_48069: 14,147-24,746 (+)
tail fiber protein (CDS_0025)
tail protein (CDS_0023)
tail protein (CDS_0022) 24 tail fiber assembly protein (CDS_0026)

#
’

1 S N I I — L
MGV-GENOME-0303184: 14,147-24,839 (+)
tail fiber assembly protein (CDS_0026)
tail fiber protein (CDS_0025)
22 23 24 | 27
- e _—————_—————___ ), ] I I I — I

TemPhD_cluster_59218:13,884-26,420 (+)
tail fiber assembly (CDS_0023)

tail fiber protein (CDS_0022) 24
| I I — I
TemPhD_cluster_47555_:14,147-24,820 (+)
tail fiber assembly (CDS_0024)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0023) 25
e I I — I

MGV-GENOME-0303181: 14,147-24,872 (+)
tail fiber assembly (CDS_0024)
tail collar fiber protein (CDS_0022) tail fiber protein (CDS_0023) 25

uvig 576709:14,147-25,649 (+)
tail fiber assembly (CDS_0024)
tail fiber protein (CDS_0623)

tail fiber protein (CDS_0022) \ 25
e I I I
MGV-GENOME-0303398: 14,147-24,906 (+)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) 24
e I . I
uvig 214762:14,147-24,817 (+)
tail fiber assembly (CDS_0024)
tail fiber protein (CDS_0022) 23 25 29
e | I N BN S
IMGVR_UViG_3300045988_153115|3300045988|Ga0495776_136608: 14,147-24,683 (+)
tail fiber protein (CDS_0022) 23 24
e 1 — I N R S

TemPhD_cluster_21610: 14,147-24,817 (+)
tail fiber assembly (CDS_0024)
tail fiber protein (CDS_0023)
tail collar fiber protein (CDS_0022) 25

e I I — I
IMGVR_UViG_2529292719 000011|2529292719|2529330014: 14,147-25,049 (+)
tail collar fiber protein (CDS_0022) tail fiber assembly (CDS_0024)
tail fiber protein (CDS_0023) 25
e I L I =

MGV-GENOME-0302450: 14,147-24,872 (+)

tail fiber protein (CDS_0022) 23
[ S N S | O — Sy S— W Ty W

IMGVR_UViG_2537561933_000007(2537561933|2537609812: 14,147-23,790 (+)
tail fiber assembly (CDS_0024)
tail fiber protein (CDS_0023)
tail collar fiber protein (CDS_0022) | 25

- EE— ——
MGV-GENOME-0306329: 14,147-24,161 (+)

tail fiber assembly (CDS_0024)

tail fiber protein (CDS_0023) 25
e 5 I I — I
MGV-GENOME-0261227:14,231-24,190 (+)
22 23 24

TemPhD_cluster_59535: 14,147-24,106 (+)
blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (CDS_0025)
tail fiber protein (CDS_0023)
tail fiber protein (CDS_0022) 24 26 27

]
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IMGVR_UViG_2563366958 _000018|2563366958|2563399109|33032-85208: 14,147-26,388 (+)
blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (CDS_0025)
tail fiber protein (CDS_0022) 23 24 26

i+
i

TemPhD_cluster_47257:14,147-26,388 (+)
tail fiber protein (CDS_0024)
DarTG__DarG (CDS_0023)
tail fiber protein (CDS_0022) | 25

§+
i

TemPhD_cluster_47150: 14,147-25,493 (+)
tail fiber assembly (CDS_0024)

DarTG__DarG (CDS_0023)
tail fiber protein (CDS_0022)

N
o

N
w

TemPhD_cluster_35863_:14,147-26,250 (+)
tail fiber assembly protein (CDS_0023)
tail fiber protein (CDS_0022) 24 25 26 DNAinvertase (CDS_0027)

TemPhD_cluster_61727:14,147-24,768 (+)
tail fiber assembly protein (CDS_0023)
tail fiber protein (CDS_0025)
baseplate spike tail fiber protein (CDS_0022) \ 24 tail fiber protein (CDS_0026)

IMGVR_UVIG_2667527862_000002|2667527862|2667580004: 14,496-24,808 (+)
tail fiber assembly protein (CDS_0023)

tail fiber protein (CDS_0024) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) | tail fiber protein (CDS_0025) 31

TemPhD_cluster_25967:13,879-25,636 (+)
tail fiber protein (CDS_0022) 24

IMGVR_UViG_2660237977_000003|2660237977|2660244815: 14,496-24,811 (+)
RM_Type_ll_Type_lI_REase30 (CDS_0024)
25 26  transposase (CDS_0027)

é

IMGVR_UViG_2695420667_000001(2695420667|2695464072: 14,496-28,221 (+)
tail fiber protein (CDS_0025)

— — - E——
TemPhD_cluster_58943: 14,953-24,843 (+)

tail fiber protein (CDS_0025)

TemPhD_cluster_22362_: 14,960-24,938 (+)
tail fiber protein (CDS_0026)
tail fiber protein (CDS_0025)

e e . S ———————————————~——————— I — I
IMGVR_UViG_2671180610_000001|2671180610|2671252457:14,960-25,023 (+)
22 tail fiber protein (CDS_0025)
1 A A I —_— I
TemPhD_cluster_57581: 14,953-24,660 (+)
21 24

I —_— I
TemPhD_cluster_40306: 14,953-24,531 (+)

tail fiber protein (CDS_0022) tail fiber assembly protein (CDS_0023)

TemPhD_cluster_22298 :13,872-24,539 (+)
tail fiber assembly protein (CDS_0024) tail fiber protein (CDS_0025)

TemPhD_cluster_29012: 14,496-24,827 (+)
DNA invertase (CDS_0026)
22 tail fiber protein (CDS_0025)DNA binding protein (CDS_0027)

I — I —_— —
TemPhD_cluster_31586: 13,879-24,509 (+)

tail fiber assembly protein (CDS_0024)
tail fiber protein (CDS_ﬁ‘ 023) DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025

|
£
|
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TemPhD_cluster_27084: 13,879-25,560 (+)
DNA invertase (CDS_0026)
DNA invertase (CDS_0027)
tail fiber protein (CDS_0025)

|
TemPhD_cluster_47981: 14,960-25,472 (+)

|N|
w
I 1
N
1
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TemPhD_cluster_21547:14,960-25,341 (+)

DNA invertase (CDS_0026)
25 27

1
TemPhD_cluster_21540: 14,960-25,341 (+)

25 26

| I I — N
TemPhD_cluster_59914: 14,960-25,473 (+)

tail fiber protein (CDS_0025)

26
e e I I I I ——
TemPhD_cluster_59547:14,960-25,635 (+)
DNA invertase (CDS_0026)
DNA invertase (CDS_0027)
tail fiber protein (CDS_0025)

e 5 S N S S— I _— N

TemPhD_cluster_27088: 14,960-25,472 (+)

I — I L} I —
TemPhD_cluster_48351: 14,960-24,064 (+)

DNA invertase (CDS_0026)
25 27

1 Y S S I _— S ——
TemPhD_cluster_21549:14,960-25,341 (+)

tail fiber protein (CDS_0021) 22 tail fiber protein (CDS_0024)
e N I I I

TemPhD_cluster_59034: 14,489-24,868 (+)
tail fiber assembly protein (CDS_0024)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025)

TemPhD_cluster_40234: 14,496-24,328 (+)
tail fiber assembly protein (CDS_0024)
22 23 25 26

TemPhD_cluster_61186:13,879-25,666 (+)

tail fiber protein (CDS_0023)
tail fiber protein (CDS_0022)

#
|
|

IMGVR _UViG_2657245644 000002|2657245644|2657322265:13,879-24,118 (+)
tail fiber protein (CDS_0022)

IMGVR _UVIG_2657245531 000003|2657245531]2657310735: 13,879-24,044 (+)
tail fiber protein (CDS_0023)
tail fiber protein (CDS_0022)

——
IMGVR_UViG_2695420618_000004|2695420618|2695456207: 13,879-24,139 (+)

tail fiber protein (CDS_0022) tail fiber protein (CDS_0023)

TemPhD_cluster_35217:13,879-24,043 (+)
tail fiber protein (CDS_0021) 24

TemPhD_cluster_40307: 13,503-23,275 (+)

tail fiber assembly (CDS_0069)
tail fiber protein (CDS_0068) 70

IMGVR_UViG_3300028976_000001|3300028976|Ga0169648_10108:41,352-48,469 (+)
tail fiber protein (CDS_0022) 26 27 28

MGV-GENOME-0281178:14,147-22,128 (+)
5000 nt i
DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder) AMR (AMRFinderPlus)
L]




